
 
Figure S1. Standard curve of different concentrations of BSA. 
 
Table S1. The nine models generated by Taguchi design 

Exp. Asparagine 
(g/L) 

Glucose 
(g/L) pH KH2PO4 

(g/L) 
KCl 
(g/L) 

MgSO4 
(g/L) RPM 

1 2.5 1 5 1 0.5 0.5 120 
2 2.5 1.5 7 1 0.5 0.5 120 
3 2.5 2 9 1 0.5 0.5 120 
4 5 1 7 1 0.5 0.5 120 
5 5 1.5 9 1 0.5 0.5 120 
6 5 2 5 1 0.5 0.5 120 
7 10 1 9 1 0.5 0.5 120 
8 10 1.5 5 1 0.5 0.5 120 
9 10 2 7 1 0.5 0.5 120 

 
Figure S2. Elution profile of asparaginase from L. theobromae from the Q-FF ion exchange column. The 
column was pre-equilibred with 50 mM Tris buffer (pH 7) and fractions were eluted with a gradient 
solution of NaCl (0-1M) prepared in same buffer. 

 



 
Figure S3. Elution profile of asparaginase from L. theobromae from the gel-filtration column (Sephadex 
G-100). Fractions were eluted with 50 mM Tris buffer (pH 7). 

 

 
 


