Table S1. Genotyped SNPs and the P values of their associations with RCC risk and overall survival

. Risk Overall survival
Gene SNP ID Chromosome Position MAF HWE Allele . P "
SHANKI  1rs35816100 19 50649692  0.079 0.056 T>C 0312 0.892 0.136  0.532
SHANKI 135429431 19 50650175 0.196 0.387 T>C 0.136 0.695 0.074  0.466
SHANKI  rs117873682 19 50650766  0.089 1.000 C>A 0.610 0.897 0474 0.578
SHANKI  rs11879379 19 50652265 0.111 0.164 C>T 0.522 0.897 0.237 0.532
SHANKI  1s889132 19 50655132  0.470 0.099 G>C 0.694 0.897 0.382 0.544
SHANKI  rs10404821 19 50657831 0.253 0472 C>A 0.798 0.897 0.970 0.701
SHANKI 1559500446 19 50661203  0.046 1.000 C>T 0.843 0.897 0.604 0.592
SHANKI 173596615 19 50662968  0.325 0.723 G>A 0.746 0.897 0.380 0.544
SHANKI  1s3893128 19 50672798  0.161 0.312 G>A 0.061 0.682 0.994 0.701
SHANKI 154802729 19 50675712 0373 0.934 T>C 0.203 0.888 0.781 0.641
SHANKI  1rs4802731 19 50678332  0.130 0.863 G>A 0.032 0.533 0.983 0.701
SHANKI  rs12460584 19 50682824  0.241 0915 C>T 0927 0932 0.407 0.557
SHANKI  1s59312377 19 50683350 0.110 0.843 A>G 0.501 0.897 0.875 0.684
SHANKI  rs10406993 19 50689889 0.346 0.197 G>A 0.831 0.897 0.294 0.532
SHANKI  1s8103945 19 50690186 0.144 0.875 T>C 0.662 0.897 0.314 0.544
SHANKI  1s35259530 19 50691291 0.154 0.180 A>G 0.113 0.695 0484 0.578
SHANKI  1s12459070 19 50692634  0.090 1.000 C>T 0994 0.934 0.554 0.587
SHANKI  1rs4802734 19 50696314 0.466 0.211 T>C 0.664 0.897 0.063 0.466
SHANKI1 1812461427 19 50702059 0.114 0.847 A>G 0.338 0.892 0.353 0.544
SHANKI 177136946 19 50704289 0.037 0.222 C>T 0.282 0.888 0.001 0.114
SHANKI 1541275786 19 50704518 0.079 0.788 C>T 0371 0.897 0.254  0.532
SHANKI  rs4801849 19 50707194  0.430 0.067 A>G 0921 0932 0.017 0.292
SHANKI  1rs78855510 19 50707278  0.079 0.789 C>T 0411 0.897 0430 0.561
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SHANK3  1s41281537 22 50733239  0.159 0.663 G>A 0.092 0.691 0.876 0.684

SHANK3 15756638 22 50733265 0.225 0312 G>A 0.024 0456 0323  0.544
SHANK3  1s5770825 22 50735903 0.135 0.505 G>C 0.139 0.695 0.236  0.532
SHANK3 153810648 22 50737198 0.053 0.248 A>G 0470 0.897 0210 0.532
SHANK3 1577216309 22 50738594 0.036 1.000 C>T 0.955 0.932 0.890 0.684
SHARPIN 152070688 8 144097007 0.258 0.032 T>C 0.281 0.888 0.293  0.532
SHARPIN 1577359862 8 144099379 0.039 0.267 G>A 0949 0.932 0.388  0.544
SHARPIN  1s117299156 8 144100763 0.041 0.296 T>C 0.627 0.897 0.704 0.616

Abbreviations: SNP, single nucleotide polymorphism; RCC, renal cell carcinoma; MAF, minor alleles frequency; HWE, Hardy-Weinberg equilibrium.



