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Figure S1. Abstract texts word cloud. Word cloud was built starting from abstract texts of Supple-

mentary Table S01 using Lexos (http://lexos.wheatoncollege.edu/). The count range displayed spans 

from the word “water”(the most abundant, count: 1177) to “gac” (count: 44); “diversity” counts 111. 

“Legionella” is the only term referring to a taxon that appears from the text analysis (count: 66). 


