Amino acid sequences of final proteins
>tr|Q9728C4[1Q97Z8C4 CHLPN Penicillin-binding protein OS=Chlamydia pneumoniae 0X=83558
GN=pbp3 PE=4 Sv=1
MSYRKRSTLIVLGVFALYALLVLRYYKIQICEGDHWAAEALGQHEFCVRDPFRRGTEFFAN
TTVRKGDKDLQQPFAVDITKFHLCADPLAIPECHRDEITQGILOFIEGQTYDDLSLKLDK
KSRYCKLYPLLDVSVHDRLSLWWKGYATKHRLPTNALFFITDYQRSYPFGKLLGQVLHTL
REIKDEKTGKAFPTGGMEAYFNHILEGDVGERKLLRSPLNRLDTNRVIKLPKDGSDIYLT
INPVIQTIAEEELERGVLEAKAQGGRLILMNSQTGEILALAQYPFFDPTNYKEYFNNKER
IEHTKVSEFVSDVFEPGSIMKPLTVAIALQANEEASLKSQKKIFDPEEPIDVTRTLEPGRK
GSPLKDISRNSQLNMYMAIQKSSNVYVAQLADRIIQSLGVAWYQOKLLALGFGRKTGIEL
PSEASGLVPSPHRFHINGSLEWSLSTPYSLAMGYNILATGIQMVOQAYAILANGGYAVRPT
LVKKIVSASGEEYHLPTKEKTRLFSEEITREVVRAMRFTTLPGGSGFRASPKHHSSAGKT
GTTEKMIHGKYDKRRHIASFIGFTPVESSEGNFPPLVMLVSIDDPEYGLRADGTKNYMGG
RCAAPIFSRVADRTLLYLGILPDKKLRNCDEEAAALKRLYEEWNRSPKQGGTR
>tr|Q9728X6[Q97Z8X6 CHLPN Probable ATP-dependent 6-phosphofructokinase OS=Chlamydia
pneumoniae O0X=83558 GN=pfkA 2 PE=3 SV=1
MHPLYVDLDTIISSYSPPLPKEFQEAASLIAVPDTSHSKPVVPGVKTLFPQTYHLPYLKF
VOGENVVHTPLKVGVMFSGGPAPGGHNVIQGLEFNSLKDFHPDSSLVGEVNNGDGLTNNKS
IDITEEFLSKFRNSGGEFNCIGTGRKKIVTPEAKEACLKTAEALDLDGLVIIGGDGSNTAT
AILAEYFAKRRPKTSIVGVPKTIDGDLOQHTFLDLTFGEFDTATKEFYSSIISNISRDALSCK
AHYHFIKLMGRSASHIALECALQTHPNIALIGEEIAEKNLPLKTITHKICSVIADRAAME
KYYGVILIPEGIIEFIPEIINLITEIESLSEYEDKISRLSPESQRLLKSFPAPITEQILN
DRDAHGNVYVSKISVDKLLIHLVSNHLOQQYFPNVPFNAISHFLGYEGRSGLPTKFDNTYG
YSLGYGAGILVRNHCNGYLSTIESLACPFMKWKLRAIPVVKMFTVKQQADGTLQPKIKKY
LVDIGSTAFRKFKLYRKIWALEDSYRFLGPLQIETPPEMHSDNEFPPLTLLLNHNFWQRHQ
GCIEIPDTTY
>sp|Q9Z27Y2|MURA CHLPN UDP-N-acetylglucosamine l-carboxyvinyltransferase OS=Chlamydia
pneumoniae 0X=83558 GN=murA PE=3 SV=1
MOIAQVFGCGRLNGEVKVSGAKNAATKLLVASLLSDOKCTLRNVPDIGDVSLTVELCKSL
GAHVSWDKETEVLEIYTPEIQCTRVPPTESNVNRIPILLLGALLGRCPEGVYVPTVGGDA
IGERTLNFHFEGLKQLGVQISSDSSGYYAKAPRGLKGNYIHLPYPSVGATENLILAATIHA
KGRTVIKNVALEAEILDLVLFLOKAGADITTDNDRTIDIFGTGGLGSVDHTILPDKIEAA
SFGMAAVVSGGRVEVRNAKQELLIPFLKMLRSIGGGFLVSESGIEFFQERPLVGGVVLET
DVHPGFLTDWQQOPFAVLLSQAQGSSVIHETVHENRLGYLHGLOHMGAECQLFHQCLSTKA
CRYAIGNFPHSAVIHGATPLWASHLVIPDLRAGFAYVMAALIAEGGGSITIENTHLLDRGY
TNWVGKLRSLGAKIQIFDMEQEELTTSPKSLALRDASL
>tr|Q9Z27N2|Q9Z7N2 CHLPN D-Ala-D-Ala Carboxypeptidase OS=Chlamydia pneumoniae O0X=83558
GN=dacF PE=4 Sv=1
MKRPFFTYLCIIFYGSCASLSLHAGLSFPEVRGATAAVVHADSGKVEYDKDIDAVIYPAS
MTKIATALFILKHYPTVLDTLIKVKQDATIASITPOQAKKQSGYRSPPHWLETDGSTIQLHL
REELLGWDLFHALLVCSANDAANVLAMACCGSVEKFMDKLNFFLKEETIGCTHTHENNPHG
LHHPNHYTTTRDLISIMRCALKEPPFRGVISTTSYKIGATNLHGERILSPTNKLLLPGST
YHYPPALGGKTGTTKTAGKNLIMAAEKNNRLLVTIATGYSGPVSDLYQDVIALCETVENE
PLLRKELVPPSDCLQLEIANLGKLSCPLPEGLYYDFYASEDREPLSVSFIAHADAFPIEQ



GDLLGHWVEFYDDEGKKISSQPFYAPCRFERTIKPWKLYMKRVFTSYRTYMSITMLLMYFR
IRKHRKYKNLKHYSKT

>tr|Q927441Q972744 CHLPN NifS protein, putative OS=Chlamydia pneumoniae 0X=83558
GN=yfhO 2 PE=4 Sv=1
MEKPONRKAPRIFWLNNQVAIPPSERVKESYALHSDIFSLPPGSALKLAEKTEESTIRQLV
GLKDSHIFREVPHFPHVVHIVLAALVENLSMEFQGRNHITLPAHDQQLLINSLCRHQGLGT
TYDWVTVNHEGRIVEEQLIETLSPRSLLFSLSAAHGLTGVIQPLDPLLSLCKDRRILLHL
DISDILGRAPLTPEILNADIITEFSSAALGGMGSIGGIFIRKSLERVEFSSWEPPHTSASLC
FSAVAAMQTACEERISALPLFTFHTSNLCKKLIQELQSVLPSIQLAFSEVONRLPNIVVA
AIPDIPAESLAFHLHQOGIYPSLGYERFQPLAQVLONCGISPFLCHSALHFSLTERSKDL
EFSKLARAMHDAIKHLTPLLGSSS

>sp|Q9Z8P0 | FABH CHLPN 3-oxoacyl-lacyl-carrier-protein] synthase 3 0S=Chlamydia
pneumoniae 0X=83558 GN=fabH PE=3 SV=1
MWESVNKNKKAATWATGSYLPEKVLSNADLEKMVDTSDEWIVTRTGIKERRIAGPQEYTS
LMGATAAEKATANAGLSKDQIDCITIFSTAAPDYIFPSSGALAQAHLGIEDVPTEDCQAAC
TGYLYGLSVAKAYVESGTYNHVLLTIAADKLSSFVDYTDRNTCVLEGDGGAACVIGESRPG
SLEINRLSLGADGKLGELLSLPAGGSRCPASKETLQSGKHFIAMEGKEVFKHAVRRMETA
AKHSTIALAGIQEEDIDWEFVPHQANERIIDALAKRFEIDESRVFKSVHKYGNTAASSVGIA
LDELVHTESIKLDDYLLLVAFGGGLSWGAVVLKQV

>sp|Q9Z27G1|HEM2 CHLPN Delta-aminolevulinic acid dehydratase OS=Chlamydia pneumoniae
0X=83558 GN=hemB PE=3 SV=1
MSSLTLSRRPRRNRKTAAIRDLLAETHLSPKDLIAPFEFVKYGNNIKEEIPSLPGVFRWSL
DLLLKEIERLCTYGLRAVMLFPITIPDDLKDAYGSYSSNPKNILCHSTHEIKNAFPHLCLT
SDIALDPYTTHGHDGIFLNGEVLNDESVRIFGNIATLHAEMGADIVAPSDMMDGRIGYIR
SKLDOSGYSKTSIMSYSVKYASCLYSPFRDALSSHVTSGDKKQYQMNPKNVLEALLESSL
DEEEGADITLMVKPAGLYLDVIYRIRONTCLPLAAYQVSGEYAMILSAFQQGWLDKETLFH
ESLTIATKRAGADMIISYSAPFILELLHQGFEF

>tr|Q929C3|Q9Z9C3 CHLPN Acetyl-coenzyme A carboxylase carboxyl transferase subunit beta
O0S=Chlamydia pneumoniae 0X=83558 GN=accD PE=3 SV=1
MRLEFSYDKPKIKVQKIKADGFSGWLKCNHCHEMIHANELGONYNCCPKCSYHYRITATER
VKLLADKDSWRPLYTDLKSQDPLEFIDTDTYANRLEKARKNTTESEGVIVGICTIGLHPV
ALAVMDEFNFMAGSMGAVVGEKLTRLIEEAIETRLPVIIVSASGGARMQESVFSLMOMVKT
SAALAKLHEAGLPYISVLTNPTSGGVTASFAALGDIIIAEPKALICFAGPRVVAQVIGED
LPEGAQKSEFLLEHGMIDKIVERKELKTTLOQTLLDYFLAQEYTGGKSKAPRDLSKRLKET

FLLTDDSE

>tr|Q927T6|Q9Z7T6 CHLPN Lipoate--protein ligase A OS=Chlamydia pneumoniae OX=83558
GN=1plA 2 PE=4 SV=1

MPTTNCIFLDLRGHSILHQLOQIEEALLRVANQNEFCIINSGAKDSIVLGISRNLNQDVHIS
RAQADHIPITIRRYSGGGTVFIDSNTLMVSWIMNSSEASAQPOELLAWTYGIYSPLLPNTF
SIRENDYVLGHKKIGGNAQYIQRHRWVHHTTFLWDIDLDKLSYYLPIPQOQPTYRNQRSH
EEFLTTLRPWEFPSRDDFLERIKASGSLLFTWEEFLDNELEETLAQPHRKATTVLN



>sp|Q9Z27H2|RS4 CHLPN 30S ribosomal protein S4 OS=Chlamydia pneumoniae OX=83558 GN=rpsD
PE=3 SV=1

MARYCGPKNRVARRFGANIFGRSRNPLLKKPHPPGQHGMORKKKSDYGLQLEEKQKLKAC
YGMIMEKQLVKAFKEVIHKQGNVAQMFLERFECRLDNMVYRMGFAKTIFAAQQLVAHGHT
LVNGRRVDRRSFFLRPGMQISLKEKSKRLOSVKDALESKDESSLPSYISLDKTGFKGELL
VSPEQDQIEAQLPLPINISVVCEFLSHRT

>sp|Q9Z28P3|ACP _CHLPN Acyl carrier protein OS=Chlamydia pneumoniae O0X=83558 GN=acpP PE=3
Sv=1

MSLEDDVIAIIVEQLGVDPKEVNENSSFIEDLNADSLDLTELIMTLEEKFAFEISEEDAE

KLRTVGDVFTYIKKRQAEQ

>sp|Q9Z8L0|BSDC_CHLPN 4-hydroxybenzoate decarboxylase subunit C 0S=Chlamydia pneumoniae
0X=83558 GN=CPn_ 0328 PE=1 SV=1
MSFLRRHISLFRSQKQLIDVFAPVSPNLELAETHRRVIEDQGPALLFHNVIGSSEFPVLTN
LEFGTKHRVDQLFSQAPDNLIARVAHLISSTPKLSSLWKSRDLLKRISSLGLKKARFRREP
FVSMSSVNLDHLPLLTSWPEDGGAFLTLPLVYTESPTLTTPNLGMYRVOREFNONTMGLHE
QIQKGGGMHLYEAEQKKONLPVSVFLSGNPFLTLSATAPLPENVSELLFATFLOGAKLLY
KKTNDHPHPLLYDAEFILVGESPAGKRRPEGPFGDHFGYYSLQHDFPEFHCHKIYHRKDA
IYPATVVGKPYQEDFYIGNKLOQEYLSPLFPLVMPGVRRLKSYGESGFHALTAAVVKERYW
RESLTTALRILGEGQLSLTKFLMVTDQEVPLDRFSVVLETILERLQPDRDLIIFSETAND
TLDYTGPSLNKGSKGIFMGIGKAIRDLPHGYQGGKIHGVQDIAPFCRGCLVLETSLEDRC
IKSLLHHPDLKSWPLIILADNLRETIQSEKDFLWRTFTRCAPANDLHALHSHFATHRPNY
NFPFVIDALMKPSYPKEVEVDPSTKQKVSERWHAYFPNKETEFYT

>tr|Q9728Y8|Q97Z8Y8 CHLPN Oligopeptide Binding Protein OS=Chlamydia pneumoniae OX=83558
GN=oppA 2 PE=4 SV=1
MLRFFAVEFISTLWLITSGCSPSQSSKGIFVVNMKEMPRSLDPGKTRLIADQTLMRHLYEG
LVEEHSONGEIKPALAESYTISEDGTRYTFKIKNILWSNGDPLTAQDEFVSSWKEILKEDA
SSVYLYAFLPIKNARAIFDDTESPENLGVRALDKRHLEIQLETPCAHFLHFLTLPIFEFPV
HETLRNYSTSFEEMPITCGAFRPVSLEKGLRLHLEKNPMYHNKSRVKLHKIIVQFISNAN
TAATLFKHKKLDWOGPPWGEPIPPEISASLHODDOLESLPGASTTWLLENIQKKPWNNAK
LRKALSLAIDKDMLTKVVYQGLAEPTDHILHPRLYPGTYPERKRONERILEAQQOLFEEAL
DELOMTREDLEKETLTEFSTFSFSYGRICOMLREQWKKVLKETIPIVGOEFFTIQOKNEFLEG
NYSLTVNOWTAAFIDPMSYLMIFANPGGISPYHLODSHFQTLLIKITQEHKKHLRNQLTIT
EALDYLEHCHILEPLCHPNLRIALNKNIKNENLEVRRTSDEFRFIEKL



