Significant Correlations” Scatterplots

Table S1. Spearman correlation between the cumulative risk exposure to proximal family risk fac-
tors (CFR) and SLC6A4 DNA methylation at CpG5.
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Figure S1. Scatterplots of correlation between the cumulative risk exposure to proximal family risk
factors (CFR) and SLC6A4 DNA methylation at CpG5.

Table S2. Spearman correlation between the cumulative risk exposure to proximal family risk fac-
tors (CFR) and SLC6A4 DNA methylation at CpG13.

SLC6A4 DNA methylation
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CFR Rho 0.418
p 0.016
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a | e
a |
o |
@ | 2
s | ®
f;i “ ® &
g $ 4 ¢ ¢
< | 8 @
= ¢
o | $ 8
= | ¢
s | @ 8 ® ®
S | ¢
o | ¢

e : e ; o Sl s i

1] 1 2 3 4 5 6 7

Cumulative risk exposure to proximal family risk factors (number)

Figure S2. Scatterplots of correlation between the cumulative risk exposure to proximal family risk
factors (CFR) and SLC6A4 DNA methylation at CpG13.



