Table S1. Difference in genotypic frequencies between periodontitis and control groups.

Gene SNPs Gene Periodontitis Control
polymorphisms group group P2
n=11 n=11
KCNQ5 1s9446777  AA 8 (72.7)° 7(63.6) 0.587
AG 3(27.3) 3(27.3)
GG 0(0.0) 19.1)
TENM2 rs4242220 TT 7 (63.6) 8(72.7) 0.420
TG 4 (364) 2(18.2)
GG 0 (0.0) 1(9.1)
NPY rs2521634 GG 6 (54.5) 9(81.8) 0.118
AG 5(45.5) 19.1)
AA 0 (0.0) 1(9.1)
ADGREI rs3826782 GG 4(364) 6(54.5) 0392
GA 7 (63.6) 5(45.5)
AA 0(0.0) 0 (0.0)
TRA rs3811273 AA 4 (36.4) 8(72.7) 0.147
AG 5(45.5) 3(27.3)
GG 2(18.2) 0(0.0)
C1QTNF7 rs4074082  TT 10 (90.9) 8(72.7) 0.586
TC 19.1) 3(27.3)
CC 0 (0.0) 0(0.0)
TSNARE rs9772881 AA 7 (63.6) 10(90.9) 0.282
GA 3(27.3) 1(9.1)
GG 1(9.1) 0(0.0)
HPVC1 rs10232172 GG 9 (81.8) 9(81.8) 1.000
GT 2 (18.2) 2 (18.2)
TT 0(0.0) 0 (0.0)
PKP2 rs6488099  AA 11 (100) 11 (100) NA
AG 0 (0.0) 0(0.0)
GG 0 (0.0) 0(0.0)
FHOD3 rs8094794  CC 7 (63.6) 9(81.8) 0.635
CT 4 (36.4) 2 (18.2)
TT 0(0.0) 0 (0.0)
RF00026 rs733048 GG 4(364) 4(36.4) 0.856
AG 5(45.5) 4(36.4)
AA 2 (18.2) 3(27.3)
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