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Supplementary Figure 2. Principal component analysis (PCA) 3D score plot based on bacterial families detected
in thermal waters of Lake, Cave 1, Cave 2, Cave 3 of the Kaiafas thermal spring Anigrides Nymphes in Greece
by metataxonomic analysis. The explained variances are shown in brackets. The total variance of the data set
(100%) could be explained by the 3 first PCs.



