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Table S1. Dechlorination metabolites detected in the timeline study using consortium PCPA0. The table presents 
the different chlorinated metabolites observed at Day 15 for the consortium PCPA0, and the other conditions studied. 
The notation (o) indicates the detection of the respective metabolite, while the notation (x) indicates that the respective 
metabolite was not detected. 

Metabolites at Day 15 
Experimental Conditions 

PCPA0 PCPA0-C1 PCPA0-C2 PCPA0-C3 
PCP o o x x 
2,3,4,5-tetrachlorophenol o x x x 
3,4,5-trichlorophenol x x x x 
3,5-dichlorophenol o x x x 
3-chlorophenol o x o o 
phenol x x x x 

 

 

 

 

 

 

Figure S1. Trend of acetate in consortium PCPA1 after two weeks incubation. The vertical bars represents the amount 
of acetate (mM) detected for consortium PCPA1 in triplicates with the vertical lines as the standard deviation post two 
weeks incubation. The consortium PCPA1 was amended with 1mM acetate on Day 0. The x-axis represents the 
successive generations, the notation ‘G(n)’ indicating the respective generation.  
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Figure S2. Trend of dechlorination metabolites in consortium PCPA1 after two weeks incubation. The vertical bars 
represents the amount of chlorophenols (µmoles) detected for consortium PCPA1 in triplicates with the vertical lines 
as the standard deviation post two weeks incubation. The consortium PCPA1 was amended with 1mM acetate on Day 
0, and 20µM pentachlorophenol was provided as the electron acceptor, i.e.,1µmoles as PCP. The x-axis represents the 
successive generations, and the notation ‘G(n)’ indicating the respective generation. The legend 3-CP and 3,5-DCP 
indicates meta-chlorophenol, and 3,5-dichlorophenol. 

 

 

 

 
Figure S3. Inorganic carbon as carbon-dioxide in the mineral medium and headspace under the condition of 
PCPA0-C3. The figure represents the data for self-sacrificing triplicates for day 0 and day 15. The vertical lines are 
standard deviation of the triplicates. The carbon dioxide was present because of carry over by 10% inoculation in the 
condition PCPA0-C3, as the medium and headspace did not contain carbon dioxide prior to the inoculation.   
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Figure S4. PCR products of consortium PCPA0 using specific primer set targeting gene encoding 
formyltetrahydrofolate synthetase (FTHFS). The bands detected are amplified PCR products for the consortium 
PCPA0 post two weeks of incubation. The lanes marked 1 till 9 are extracted from the replicates belonging to the 11th 
generation of the consortium PCPA0 where lane 1-3, 4-6, and 7-9 are in triplicate for each of the respective replicates. 
The lane 10 represents the 100 base pair (bp) DNA ladder (TaKaRa Bio, Kusatsu, Shiga, Japan). The primers-FTHFSf (5’ 
TTYACWGGHGAYTTCCATGC-3’) and FTHFSr (3’-GTATTGDGTYTTRGCCATACA-3’) were used to target the gene 
of tetrahydrofolate synthetase (FTHFS), and used the PCR protocol for amplification at  53°C for 30 cycles as described 
in the literature [1]. The 20µL PCR mix used-  5µL DNA; 2µL 10X Tae Buffer; 2µL dNTP mix; 0.5µL each of FTHFSf 
and FTHFSr primers; 0.1µL Ex Taq Polymerase; and 9.9µL pure water. For product identification, 1% agarose gel was 
used with 100bp DNA ladder as marker.  
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