
Table S1: Nucleotide identity between hepadnavirus strains from domestic dogs and other species. Legend: 
The nucleotide identity matrix was constructed using a partial nucleotide sequence of pre-S/S (1125 nt) of 
HBV and related viruses. For each sequence used, the GenBank accession number and infected species are 
shown. 

 



        Table S2. Serological results of positive animals for hepadnavirus DNA (PCR).  
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

* Sequenced sample. 
 

Groups Species N 
Serological result 

Anti-HBc total HBsAg 

A 

Sus scrofa SM124 - - 

Equus ferus caballus 
 

HR26 + - 
HR91 - - 
HR95 - - 

B Canis lupus familiaris 

CN06 - - 
CN13 - - 
CN17 - - 
CN60 - - 
CN67 - - 
CN70 - - 
CN79 - - 
CN83 - - 
CN106 - - 
CNOX + + 
CD71 - - 
CD83 - - 
CD127 - - 
CD131 + - 
CD145 - - 

CD156* - - 
CD161 + - 
CD179 + - 
CD187 - - 

C 
Sus scrofa 

SSRS302 - - 
SSRS306 - - 

5812 - - 
5814 - - 
5820 - + 
5841 - - 
5842 - - 

Cerdocyon thous 
PCMC919 - - 
BcTh941 - - 



 

Figure S1. Schematic representation of the pre-S/S gene of HBV. The sequence shows 
three changes in the amino acids. 


