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Figure S1. Linkage disequilibrium (LD) plot of IGF2BP2, CDKAL1, C2CD4A/B and SLC16A11  
(a) IGF2BP2; (b) CDKAL1; (c) C2CD4A/B; (d) SLC16A11. 
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Figure S2. Linkage disequilibrium (LD) plot of a 100 kb 1p33 region based on HapMap-CHB data. 
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