Taxonomy Browser

For MicroAQUA, probes have been designed for taxonomic groups like class level, clade level, genus and
species level. The hierarchial probes make it easier to analyze environmental samples. For the species level
probe to be present, the entire taxonomic hierarchy above the species probe has to be present. If the
taxomomic hierarchy shows no signal, then the signal from the species probe can be considered to be a
false positive.

To assign probes, saved in database, a "Taxonomy browser" is implemented on the MicroAqua internal
website.

The following instruction will explain how to make use of the taxonomy browser tool :
1. To access the browser, click on the edit button, the last column of the grid, of individual row/probe.
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2. Scroll down to the "Organism" field set, and either enter a name of the species against which the oligo was
designed or, if available, enter the NCBI taxomic ID and click "Find"
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3. The browser will display a complete classification of the species and all the levels available for the

particular species in NCBI database. To select any level and ID, simply click on the button, available in front

of names in green.
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4. The selected oligo will automatically get updated with the taxonomy name and ID.
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