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Table S1. Sequence alignment results of twenty-eight strains. Closest relative identification

showing high sequence similarity according to NCBI GenBank by BLAST are displayed.

Strain Sequence Accession L. Sequence
number length number Closest relative in NCBI GenBank similarity % Order
P-Wz1 581 OK315644 Curvularia sp. 3 YHY-2018 100 Curvularia sp.
P-WZz2 562 OK315664 Alternaria alternata KU20017.1 100 Alternaria sp.
P-WZ3-1 535 OK316146 Fusarium oxysporum N-61-2 100 Fusarium sp.
P-WZ3-2 564 OK316148 Fusarium oxysporum R97208 100 Fusarium sp.
P-WZz4 545 OK316147 Neopestalotiopsis rosae KoRLI046308 100 Neopestalotiopsis sp.
P-WZ5 598 OK316891 Pestalotiopsis sp. Y. H. Yeh 11005 100 Pestalotiopsis sp.
P-WZ6 539 OK316900 Fusarium oxysporum N-19-2 100 Fusarium sp.
P-WZ10 537 OK316920 Lasiodiplodia Psewdotheobromae 100 Lasiodiplodia sp.
KoRLI047143
P-WZ11 613 OK316970 Trichoderma harzianum ASF-T10 100 Trichoderma sp.
P-WZ13 540 OK317238 Fusarium oxysporum SF-942 100 Fusarium sp.
P-WS18-1 583 OK317395 Arthrinium intestini CBS 135835 99.13 Arthrinium sp.
P-WS18-2 586 OK317689 Arthrinium sp. GU071007 99.13 Arthrinium sp.
M-WS19 550 OK317702 Aspergillus chevalieri DTO 401-E8 100 Aspergillus sp.
M-WS24 624 OK318456 Rhodotorula mucilaginosa CBS:316 100 Rhodotorula sp.
M-WS25-1 602 OK319053 Trichoderma sulphureum SF-974 100 Trichoderma sp.
M-WS25-2 605 0OK323230 Trichoderma sp. ZMQRS9 100 Trichoderma sp.
M-WS26 574 OK321188 Penicillium senticosum F1 99.83 Penicillium sp.
Y-WS27 605 0OK323141 Aspergillus terreus SF-917 100 Aspergillus sp.
Y-WS28 548 OK323136 Nigrospora sphaerica 06 100 Nigrospora sp.
P4 545 OK323137 Nigrospora aurantiaca KoRLI047350 100 Nigrospora sp.
P3 599 OK323144 Pestalotiopsis sp. SC5A8 100 Pestalotiopsis sp.
P56 613 OK323139 Rhodotorula mucilaginosa CD18Y 100 Rhodotorula sp.
P341 602 OK323146 Aspergillus terreus CY229 99.83 Aspergillus sp.
P342 589 OK323143 Curvularia clavata M5 100 Curvularia sp.
P-L1 578 OK323138 Talaromyces sp. ERR11-7 100 Talaromyces sp.
P-1.2 559 0OK323242 Fusarium sp. YZ7-10 99.09 Fusarium sp.
M-L3 592 OK323142 Diaporthe discoidispora NKDL-2-3 99.65 Diaporthe sp.
M-L4 572 OK323145 Talaromyces oumae-annae SF-976 100 Talaromyces sp.




Table S2. Mass spectral information of differential compounds in secondary metabolites of marine
fungi analysed based on UPLC-QTOF-MS technique.
Fragment MS:

Crud Molecul N f
™% NO. Rt (min) Mass (m/z) ppm Oreen At yons molecular ame o Activity Reference
extract error Formula compound
(MS:2) formula

237.212 CisH2sNO2+
1 9.169 706.3923  0.013 CxrHs1N7O7  348.179 CivHsoNzOs* enamidonin antibacterial 1
371.181 Ci9H23N4Os+

252.029 CivHisNO*
2 14.061 462.2387  0.002 CxHs:N3Os 387.214 CasH2rN202* notoamide F - (23]
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4 24343 633.3997  0.068 CssHs609 163.037 CeHuOs* oligoporin B anticancer 151
493.402  CasHss0O7*
151.035 CsHuOs*
363.249  CisH27Oo* -D-
5 25601 6354001 0.017 CsxHsxOn R P _ - 1
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89.056 CiHoO2 +
6 9297 8524893  0.022 CusHeoNOw2z 176.097  CsHieOs* chivosazole B cytotoxic 71
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8 19704 4272479 0002 CuHuOs o0 o " cladobotricacid D cytotoxic g
318.140 C19H2604*
88.075  C2HeNs3O*
9 13.358 2742125  0.062 CisH»N3Os 102.091 CsHzNO*+ fragin anticancer (10-12]
106.086 Ci0H1sN3O2*
102.090 CsHsNO:2*
132.101 CeH1aNO2*
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13  20.834 512.4256 0.08 C22H#N1:0 cabanillasin antibacterial (171
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102.091 CsHsNO2*
256.263  CisH3202*
14 21.354 540.4986  0.037 CssHesNO 257266  CisHzO:2* suillumide cytotoxic (18]
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Supplementary Figures. Possible fragmentation pathways of compounds 1-23.
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Figure S1. Possible fragmentation pathways of the structure of compounds 1-8.
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Figure S2. Possible fragmentation pathways of the structure of compounds 9-16.
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Figure S3. Possible fragmentation pathways of the structure of compounds 17-23.





