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801 TGTTGGAGCGCCGCAAGGGCATCAACATGCGTGTARATGTGAAGGAGACCGGGGATGTTTTTGGTGAGGTGTCCCTCATGTACAACTGCCCCCGCACAGLC 300
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801 TGTAGGAGCGCCGCAAGGGCATCAACATGCGTGTARATGTGAAGGAGACCGGGGATGTTTTTGGTGAGGTGTCCCTCATGTACAACTGCCCCCGCACAGE 900
* * *

* * * * * *

MGNSHSQEQSEPSSPPLESEGHGIGRVQAVTGAKAAEPRAKPRGPKANVADY
PRIQGALGKLLLFNRLNKDAQLKIVENMWERSVTAGEILIQEGEVGMAASELY
VVRDGKFEVLERRKGINMRVNVKETGDVFGEVSLMYNCPRTATVAATTDASV
WVLEREVFRKYIQEAAEGEVGQIQLFLNSVPLLNPLTVEAKLKLVDAFSEETF
PTGATIIREGDPGDKFYIIKGGEAVVTQGGKEVNRLFKADFFGERALLRSEPRV
ATVAAVQETVCLVLDRDTFVEILGPFDKVMQEAKSEEASRQRVALFKPRGSAA
AAARPRAPVHIKVKNRSSGYMTVTATGHMDEVQELAQGGTKMGAVDTAPN
GSLLSELMIVEADLLGEGAFSRVSEVTEETTKRTFALKRMTKTAALQCPEHVY
CEQHISKNTANAFCIRQYASFKDQFHLYFLFDLMAGGDLMDVLVAEAKIIKHP
VPQKGSLRQGCLAPKVKMWQGMEEDMAKFYVASVVLALEYLHDNGIVYRD
LKPENVLIDGQGYAKLGDFGFAKQIDVGGRTYTFCGTPGYVAPENVLGRGYN
QSVDWWTLGVLLY VLLTARQPFSSPKTHDPMEVMRRIVDDRWTVKYPPYMS
AAGRDLIQRLLERKPAKRLGMLQGRAADIKNHKWFADFDWAALSARRMDPP
RRPRRTDHAK RKQELEDAHKGDPVEPTMTPEEHAECEKVFADF

Supplemental figure S1. The sequence alignment of PKG gene of WT (the upper) and Cz-pkg and the
peptide sequence of PKG in WT. The red marker indicates the point mutation (T804A). The highlighted

L represents the leucine from the codon UUG.
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Supplemental figure S2. Biomass concentration and the specific growth rate of Cz-pkg under cultivation

with different glucose concentrations. Data were presented in the form of mean + the standard deviation
(n=3).



