Prediction of transmembrane helices in proteins

ABCA Subfamily

Half-size Transporter

Full-size Transporter
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CrABCAL: Number of predicted transmembrane helices: 7

CrABCAZ2: Number of predicted transmembrane helices: 11
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CrABCA4 _1: Number of predicted transmembrane helices: 6

CrABCA3: Number of predicted transmembrane helices: 14

TIHNM gosterior probabiliies for COABCAY,
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CrABCA4 2: Number of predicted transmembrane helices: 6

TMHMM posterior probabilties for CrABCAS
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CrABCAS5: Number of predicted transmembrane helices: 7

TMHMM posterior probabilties for CrABCAS
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CrABCA6: Number of predicted transmembrane helices: 5

TMHMM posterior probabilties for CrABCAT
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CrABCAT: Number of predicted transmembrane helices: 7




ABCB Subfamily

Half-size Transporter

Full-size Transporter

TMHMM posterior probaties for CrABCB1,
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TMHMM posterior probabiliies for CrABCES
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CrABCB1_1: Number of predicted transmembrane helices: 9

CrABCB6: Number of predicted transmembrane helices: 11

TMHMM posterior probabilties for CrABCB1,
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TMHMM posterior probabilties for CrABCBT
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CrABCB1_2: Number of predicted transmembrane helices: 9

CrABCB7: Number of predicted transmembrane helices: 11

TMHMM posterior probabilties for CrABCE2
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CrABCB2: Number of predicted transmembrane helices: 6

TMHIM posterior probabiities for CrABCB3
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CrABCB3: Number of predicted transmembrane helices: 11

TMHMM posterior probabilties for CrABCB4.
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CrABCB4: Number of predicted transmembrane helices: 7

TMHMM posterior probabilties for CrABCES.
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CrABCBS5: Number of predicted transmembrane helices: 5

TMHMM posterior probabilties for CrABCBS.
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CrABCBS8: Number of predicted transmembrane helices: 5




ABCC Subfamily

Half-size Transporter

Full-size Transporter

TMHIMM posterior probabiliies for CIABCCS.

TMHMM postarior probabiliies for CrABCCH
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CrABCC5: Number of predicted transmembrane helices: 6

CrABCC1: Number of predicted transmembrane helices: 13

TMHMM posterior probabilies for GrABCC2
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CrABCC2: Number of predicted transmembrane helices: 9

TMHMM posterior probabilies for CrABCC3
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CrABCC3: Number of predicted transmembrane helices: 11
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CrABCC4: Number of predicted transmembrane helices: 6

TMHMM posterior probabiities for GrABCCS,
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CrABCC6_1: Number of predicted transmembrane helices: 5

TMHMM posterior probabilties for CrABCCS,
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CrABCC6_2: Number of predicted transmembrane helices: 5

TMHMM posterior probabilies for CrABCCT
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CrABCC7: Number of predicted transmembrane helices: 7




TMHMM posterior probabilies for CrABCCS
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CrABCC8: Number of predicted transmembrane helices: 10

TMHMM posterior probabilies for CrABCCS
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CrABCC9: Number of predicted transmembrane helices: 8

TMHMM posterior probabiliies for CrABCC10
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CrABCC10: Number of predicted transmembrane helices: 11




ABCD Subfamily

Half-size Transporter

Full-size Transporter

TMHMM postarior probabilies for CrABCD!
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CrABCD1: Number of predicted transmembrane helices: 3

TMHIM posterior probabilies for CrABCD2
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CrABCD2: Number of predicted transmembrane helices: 3

TIHMI gosterice probabities for CrABCLS,
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CrABCD3_2: Number of predicted transmembrane helices: 0

THHUM posterice probeiiliies for CrABCDS,
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CrABCD3_1: Number of predicted transmembrane helices: 0

TMHMNM posterior probabiities for CrABCLS,
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CrABCD3_3: Number of predicted transmembrane helices: 0

ABCE/F Subfamily

TMHUM posteior probabiities kar CIABCE
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CrABCE: Number of predicted transmembrane helices: 0

CrABCF1: Number of predicted transmembrane helices: 0

TMHMM posterior probabilies for CrABCF2
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CrABCF2: Number of predicted transmembrane helices: 0

CrABCF3: Number of predicted transmembrane helices: 0




TMHMM posterior probabiliies for CrABCF4.
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TMHMM posterior probabilies for CrABCFS
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CrABCF4: Number of predicted transmembrane helices: 0

CrABCF5: Number of predicted transmembrane helices: 0

TMHMM posterior probabiliies for CrABCF6

TMHMNM posterior probabiliies for CrABCF7
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CrABCF6: Number of predicted transmembrane helices: 0

CrABCF7: Number of predicted transmembrane helices: 0
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CrABCF8: Number of predicted transmembrane helices: 0

CrABCF9: Number of predicted transmembrane helices: 0

TMHMM posterior probabilties for CrABCF10

TMHMM posterior probabiities for CrABCF11
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CrABCF10: Number of predicted transmembrane helices: 0

CrABCF11: Number of predicted transmembrane helices: 0

ABCG Subfamily

Half-size Transporter

Full-size Transporter

TMHMM posterior probabiliies for CrABCGH

- mmm = p— )
!
08 08
H =
3 o0s T
£ g
04 0
02 0z
. & 1S S | — -
100 200 300 400 500 600 200 403 800 800 1000 1200 400 1600
nsde side Vonsmemivane e autide

TAAHUM postirior prooadlifes for CIARCGT

CrABCG1: Number of predicted transmembrane helices: 6

CrABCG7: Number of predicted transmembrane helices: 11
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CrABCG2: Number of predicted transmembrane helices: 5

CrABCG8: Number of predicted transmembrane helices: 11

TMHMM posterior probabilties for CrABCG3,
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CrABCG3_1: Number of predicted transmembrane helices: 6

CrABCG14: Number of predicted transmembrane helices: 13




TMHMM posterior probabilities for CrABCG3,

1.2

1

08
£
]

8 08
2
a

04

02

o — —
100 200 300 400 500 800
ansmembrane inside outside

TMHIM pasterinr probebiliies far CIABGG 15

probabiity

— -—
200 400 a0 B30 1000 1200 1400
wransmembrane nside outside

CrABCG3_2: Number of predicted transmembrane helices: 6

CrABCG15: Number of predicted transmembrane helices: 11

TWHUIM postiior probabiiies 101 CABCGA
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CrABCG4: Number of predicted transmembrane helices: 7

CrABCG19: Number of predicted transmembrane helices: 14

THHMM posterios probaillies for CABCGS,
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CrABCGS5_1: Number of predicted transmembrane helices: 7

CrABCG22 _1: Number of predicted transmembrane helices: 13

TMHMM posteror prababilties for CAABCGS,

TAHIM posterior probbilbes for CrABCG22,
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CrABCG5_2: Number of predicted transmembrane helices: 7

CrABCG22 2: Number of predicted transmembrane helices: 13

UMM posterior probaslifies bsr CrABGES.
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CrABCG6: Number of predicted transmembrane helices: 6

CrABCG24: Number of predicted transmembrane helices: 13

TWHUI posterior probbilties for CIABCGS
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AW posterior prabaniliies for CAABCGRS,

CrABCG9: Number of predicted transmembrane helices: 4

CrABCG25_1: Number of predicted transmembrane helices: 13
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CrABCG10: Number of predicted transmembrane helices: 6

CrABCG25 _2: Number of predicted transmembrane helices: 13




TMHMM posterior probabiliies for CrABCG 11
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CrABCG11: Number of predicted transmembrane helices: 5

TMHMIM postisior probabiites for CARCG2
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CrABCG12: Number of predicted transmembrane helices: 5

TMHIM posterior probebiles for CAABCG1,
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CrABCG13 1: Number of predicted transmembrane helices: 6

TMHMM posterior probabilies for CrABCG13,
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CrABCG13_2: Number of predicted transmembrane helices: 6

TAHIM posterior probsbiles for CABCG 18,
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CrABCG16_1: Number of predicted transmembrane helices: 10

TAHMM posterior probaniliies for CRABCGH 6,
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CrABCG16_2: Number of predicted transmembrane helices: 10

TMHMM pasterior probabiltes for CrABCGH7
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CrABCG17: Number of predicted transmembrane helices: 6

TIHMM postesior probabiifies for CABCGIR
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CrABCG18: Number of predicted transmembrane helices: 3

TMHMIM postisior probabiites 1or COARCGED
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CrABCG20: Number of predicted transmembrane helices: 12

TMHIM posterior probailes for CABCGR
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CrABCG21 1: Number of predlcted transmembrane helices: 7
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CrABCG21 _2: Number of predlcted transmembrane helices: 7
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CrABCG23: Number of predicted transmembrane helices: 7

TRHIMM posterior probabiliies for CIABCGRS
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CrABCG26: Number of predicted transmembrane helices: 7

ABCI Subfamily

TMHMM posterior probabililies for CrABCI
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CrABCI1: Number of predicted transmembrane helices: 0

CrABCI2: Number of predicted transmembrane helices: 0

TMHMM posterior probabilities for CrABCI3
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CrABCI3: Number of predicted transmembrane helices: 0

CrABCI4: Number of predicted transmembrane helices: 0

TMHMM posterior probabilities for CrABCIS
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TMHMM posterior probabilities for CrABCIE
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CrABCI5: Number of predicted transmembrane helices: 0

CrABCI6: Number of predicted transmembrane helices: 0

TMHMM posterior probabilities for CrABCIT
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TMHMM posterior probabilities for CrABCIS
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CrABCI7: Number of predicted transmembrane helices: 0

CrABCI8: Number of predicted transmembrane helices: 0

TMHMM posterior probabilities for CrABCIS
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CrABCI9: Number of predicted transmembrane helices: 0




