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Figure S1. Field emission scanning electron microscopy (FESEM) micrographs of P. 

tetraodonis SY74 (A) and P. cryohalolentis SY185 (B) cultures growing at 0.5°C. Images were 

obtained with microscope Zeiss Merlin (Carl Zeiss, Oberkochen) using the Everhart Thornley 

SE-detector and the in-lens secondary electron detector in a 50:50 ratio with an acceleration 

voltage of 5 kV. Contrast and brightness were adjusted with Adobe Photoshop CS5. 

 



Figure S2. Reflectron MALDI-TOF mass spectrum, recorded in negative polarity, of the P. 

arctica strain SY204b cell pellet. “P” indicates the phosphate group. 

 
 

Figure S3.  Reflectron MALDI-TOF mass spectrum, recorded in negative polarity, of the cell 

pellet of P. cryohalolentis strain SY185. “P” indicates the phosphate group. 
 

 

 

Figure S4. Reflectron MALDI-TOF mass spectrum, recorded in negative polarity, of the cell 

pellet of P. tetraodonis strain SY174. “P” indicates the phosphate group. 
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