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Figure S1. Determination of the linear range for the quantification of albumin in

rat plasma base on Coomassie intensity. Bands were analyzed by using LabImage

1D (Kapelan Bio-Imaging Solutions, Halle, Germany).
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Supplementary Table S1. Pathways and processes enriched by FOM, GSE and FOM&GSE in rats fed either HFHS or STD diet. "Count” is the number of genes with
membership in the given ontology term. "%" is the percentage of all of the user-provided genes that are found in the given ontology term (only input genes with at

least one ontology term annotation are included in the calculation). "Log10(P)" is the p-value in log base 10. "Log10(q)" is the multi-test adjusted p-value in log base
10.1. HFHS: high-fat and high-sucrose diet; STD: standard diet; GSE: grape seed polyphenols extract; FOM: fish oil mixture.
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