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>Throm20
MASVRLGLLLLLLTFGVQAAADDFEGNPRGVRLPRRAASQVLRRQRRFNAGPFEEMWAGNLERECREETCDFEEAREIFEDETKTMQFWAGYVDGDQCKPPPCQNGADCEDGVNSYVCWCNSSFTGKNCEIEVSKQCSVNNGGCSHFCTMKSNAVRCSCALGYKLADDLASCEAAGEFSCGGTGAASAPAPRSSNGTDGDVTDVIPDEWLDYEYEEELERGYNISAGSRLRRRSARRASEPPPLPSYRAFFPALPTVTVKENSDLRIVGGYEAKAGDFPWQAALISHSARLTESTAEPFCGGSLLSELWVITAAHCVVEARMTGLTFFVRLGEHDVGRPEGPERDHEVAEELVHKSYKFHKSRFNHDVALLKLATAAELSARRRPVCLGPAAFTERLLREAPISEVSGWGRLRDGGLRSATLRRLQVPFVERGVCKASSRTPVTPFMFCAGFRDRKEDACQGDSGGPHVTRRRDVWFLTGIISWGEGCAAAGKYGVYTRVSRYYAWISNTTGVRTYR
>Ubiq20
MTEGQLRSKRDEFWDTAPAFEGRTEIWDALRVAAGAFESQDHQLAQAILDGASITLPHGALSECYDELGNRYRLPVYCLAPPVNMIEERRDEPDASDRDSGGADSDGGGERPLRLRLSTGRDLRLRVRASDTVGAMKRRLQAQEGVPAAAQRWFFSGRPLTDRLRLEQINISRDYVVQVVVGQPPPDGAPARETRRRPAPAEA
>Throm47
MPFPLVEAEEVTLILMKMKPGLLVHQIHKYLSRTYTSRPSLNEVVIVSSVRTPMGSFKGSLAAVPATKLGSVAIKGAIDKAGIKPEDVNEVYMGNVLQAGEGQAPTRQALLGAGLTLGTPATTINKVCASGMKSIMMAAQSLMCGHQEVMVAGGMESMSNVPYVMPRETPSYGGVRMEDLIVKDGLTDVYNKFHMGNCAENTAKKSSITREEQDSYAIGSYTRSKVAYESGVLAKEIVPVSIPQKGKPDVVVSEDEEWRRVDFSKVPKLKAVFQKENGTVTAANASTLNDGAAALVLMTADAAKRHNVTPLARIVSFADAAVAPIDFPIAPAYAVPKVLDAAGLTKNDIAMWEINEAFSVVVLANIKMLDIDPAKVNVNGGAVSLGHPIGMSGARIVGHMVHNLKSGQYGLADCGESSAFPSSRIVGGTEASNGVWPWQVSLQISQRGHICGGSIISSYWIVSAAHCFQRFSRPSVWTVYAGDISLLEMRNYHGKKVEKIISHEKYDPETYDNDIALLKLDTPLTFSERVKPVCLPNFGMEFLAGDAAWITGWGSLSSSGPSPDKLNQALVTIYSREACNNREILNGAVTESMICAGKLSGGVDSCQGDSGGPLVVKEADVWWLAGDTSWGIECALKNKPGVYGNVPYFLDWMYWKMQVQ
>BPTI13
MNMKREPLGCALWFLCVGLVVSCDWRPLDNDLGAPSFLEDGPTVLERLDISDPAECREECCDDLRCQMALLGFPADGPAECLLVRCLIGGHNVCELSPNSQYQLVGWKKPLKAVPLVEASQPSKNDSTNPCLQPMKVGSCRAAFPKFYYDVVNQTCRNFTYGGCDANGNNFESREDCEATCNGVTGSVLPEASTRPRSSVKSLRMAQPIDDQSELWDDALDKVLSAEDYSERCEAEPMAGPCRAAFRAWYYDSQEHKCKTFIYGGCQGNKNNYDSQQTCLDTCYVSEDDCLSSPDPGPCRAAFPKFYYDPATGSCQSFIYGGCGGNKNQYSSAEECQTRCNGATDGYFAGRDKTRSRWTAAFFVLLTLAAICTVLVSTLVVTMLRRLTLPRRASVVSDKEELLPEVRSSLESLNIPALPISGKA
>Histone43
MRHDSSSSRRKASHPRRRPPPSPAATPRGHRPPSSPQPGPSGAGRSPRRRRYRPGTKALMEIRKYQKSTELLFRKAPFSRLVREVCQAYDRGALRWQVFALMALQEAAEAFLVMLFSDANLCAIHAKRVTLFPRDLQLARRIRGTQCT
>Neuropep1
MSIFPTSAQHPSAVDVNTYLKITPKAADICAESVETKSERVARGRPVGGDVPYAAMGGLTDFSSLVDGYIALEASRLPMTASAVTLAWRKAAAACSSDARLVRAYKAQCAPGALQISEERRMSIAHRHLKSTVENMHSNFVSLVGTLAFVLWALLCLGTLTNGYPVKPENPGEDAPAEDLAKYYSALRHYINLITRQRYGKRSNPEILDTLVSELLLKESADTLPQSRSVLCSRKASFRFSCRHFTAFVCSSLSSGLTHRAPPLLLYRCG
>Defensin3
MLRLSVWLALGAFVSCKIPCPDETVCSDHTTCCQTEQGYSCCGYPNAVCCPDLSHCCPQGFRCDLVSQQCEKVTTSEDPHLCVGLEAAPSFCRMPPADTITQRNSLLSPLLLFTVAQSEEERRRAAEL
>CDK-like4
MDKETIGTQYEPVAEIGEGAYGKVYKARDLKNGGRFVALKRVRVQTEEEGMPLSTIREVAVLRQLEAFEHPNVVRLFDVCTVSRTNRETKLTLVFEHVDQDLTTYLEKAPDPGVPPETIKDMMYQLLQGLDFLHSHRVVHRDLKPQNILVTSGGQIKLADFGLARIYSFQMALTSVVVTLWYRAPEVLLQSSYATPVDLWSVGCIFAEMFRRRPLFRGNSDVDQLGKIFDVVGVPSAEDWPQEVALPQSAFIPQPAKPIEDLVPDIDEQGRALLLQFLAFNPSRRISAFAALTHPYFQSVDSLSRSVYAAQPIPGNKPAIEERTA
>BPTI11
MERYYYNTITQKCELFYYGGCQGNANNFKTYHECHKTCFRIPKIPQTCRFPMEEGPCRALFSSYFFNMTSMQCELFYYGGCQGNDNRFPDLTSCKEYCSPRKSVPVLCLDPLDKGKCSASIPRYYYNKTTKTCEEFTYSGCGGSSNNFVSRHSCMDVCVKGGKKGSGGKMRRLRRNRITFLQA
>CDK-like18
MPNSDLLRDGRGRSPPAQRNANRQDRRNASKPGSSAAQRDRHRDKRRSSASRRKKRRQAKDRDLWHIGATEGTVSDRHGTFGKEAELRTLVEYDDVSSQSERFSGSPSPKLDHQVDRFPMDRLSDFEEYNAPTRDRQAVFLNKDVHAKGPAERSKDPGRKKERPNRERNAKVRGGLSPSSSKNQRDVVKTNDKNGKRASSSQSSQSADKRDSARQRNKTRADKEPPSAYRDVPPQSYRDEELRAYRRSPGFKAESPYGTSYPYSYQSPSGYNQMTSRRSPPYPSKRTSPAPNYYGRDADVYGAYGVAKSPSSYSGSKRKRSPTSPANWRRSPSYSRHSPYEQGEFVASPYAGRRRSRSPYRKSLSPSPDVRRSVRSRSRSPYSSSRHSRSRSRHRHSRSRSRPSSLSPSTLTFKSSLAAELSKQKKAKAAEAAKAKGAGKVSTPTKNAAARQPSPKTNHAARKGRLPSPPAPPATAAAEKGPRTPTSSQPQSPSDCSSKKSSEQPVSREKDGKAKDDSKRKAAAAASGPSKDKERASGTFISGVPSLPLPLSVLEQIDKGDSAKDTSAKKKSDRKGRQLLTDLPLPPLLSSRTSSPHSPADEKKGQTPRKRPKMCGPRYGEIKETEIDWGKRCVDKFEIIGITGEGTYGQVYKAKDKDTAEMVALKKVRLDNEKEGFPITAIREIKILRQLNHKSIINMKEIVTDKEDALDFKNDKGAFYLVFEYMDHDLMGLLESGLVHFNESHIKSFMRQLLEGLDYCHKKNFLHRDIKCSNILLNNKGKIKLADFGLARLYNSEESRPYTNKVITLWYRPPELLLGEERYTPAIDVWSCGCILGELFTKKPIFQANQELAQLELISRICGSPCPAVWPDVIKLPFFNTMKPKKQYRRRLREEFAFIPPTALDLFDHMLNLDPSKRCTAEQALGCEFLKDVDPDKMPPPDLPLWQDCHELWSKKRRRQKQMPEELAGPPKAPRKELGLDDSRSNTPQGFPASAGIKAPSAAASSLLDPKGPNAQLTQEQLAVLLNLLGPPNSTAANTAQFFQAVNSKVNQETLQQLSKALPAPDAVEPPAQPPPPAKPPQPAVPAGAPRTPPMPKPPSPPPPEGDAAAATQTAVTMLLAQLLQAQRQEVGDGVGDAAEAPANNLGAGAPVLPLENKQAPESSPVSPALDMTGVPILPPDQRPPEPPEPPPHADLDYRRPPPEPKPGHAPPIASAGGGDGGARPPEPDYPPLPTAEGPGYGGDFSHPLPPPHFTPTGFGDSFMGHMLGAGLPPHSLREVFSGPGQAPPLEPFPPPPGPPSTGPPGMMFAGDKDHRFEYSPLPVEGQPNPGALHLYNHALVRKDGIPPLPPPPIPAPGHAWASPSSQVPLGFAPHINSTIRGRGLPF
>Chem2
MEGRTVYLLAALLILTTFTTSTHSASCCLRYMKRKLPCQKVSDYSLQSIGKSCDINAVIFHLPGRFLCANPIASWTQRVMRCIDDRKRKSEKALIQQSVNSTAAA
>Histone42
MGSFILRFEIKTVTYRSSVLSHWPGTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFKTDLRFQSAAIGALQEASEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA
>Neuropep9
MEAMMKGLNKAKEGVVVAATKTKQGVSGAAEITKDGVLYVVAGKTVEGVSQVSGAVVSGMTNIAQKTVEGAGNIMATTGMSKKDPAKPSNDNATAQDAAESPVDTDTTDATEDDTD
>BPTI4
MRTAEVAVVMVMLCTSMAHSDVKPQRDFNLQRFAGRWYRVGLAYDSPSFVQYRDKLRVSLGVVTAQASGNVNLTMWDATPAGCRSKMYYYEKTNIPGQFTYFSTRHNMVKDITVVETNYNEYALVLKHKVFHREYTQVALYGRTPRVRVEVIQKFKAFALSRGFPREAILTPPPAEWGTEVDAFVVHTNYEEYALMISVREKSPGQSSISVKLYSRTMDVRDTVLDDFKRLVREQGMSDDTIIIKQNKGNCEPEEQVEEPATVFEVPRMRRDVAPTVALAEMELDGSGDNMLTFNGSEACSLGPEPGPCFGIHQHYFYNSSAMSCQMFRYGGCLGNKNNFKTERECLQRCRTEGNCEPEEQVEEPATVFEVPRMRRDVAPTVALAEMELDGSGDNMLTFNGSEACSLGPEPGPCFGIHQHYFYNSSAMSCQMFRYGGCLGNKNNFKTERECLQRCRTEAVCRLPLSPVACTGEPLIWSFSSTLGECVPYKVGFCQTDGNKFYSKAECEEYCGVKAPKILEEE
>Lectin6
CQAGWRENDHKCYYFSADTMTWWEANTFCLSQNSNLMSIQDIHERLWVRTQIGTEIFWIGLTDGITEGVWEWTDGSPFIQYISYWVQGQPDNWGDEPGEDCGQVVGGSSGRWNDEHCDVKRKYICKHANSNPGPQCDLSNGWDRYSSNCYKLKSGTAKSWSAARHDCIVEGGDLVSITSEREELYVTGMLDPFRIDLWIGLSNLDRHQAPIRPAYPNKYTPLSATSPNSNGEVGSCTAIIKDHSDEFGKWRSHLCRHERPYMCKRPVNTICPAGWQSFSGSCYWLVSNTDLLTTWYEAFATCSNEGAHLLVINSQDEQFFINGKLPDFHQVDVPDIWIGLSDKDQDGTFHWVDKTAVNYTNYGPGWPRNTANIWDCGMIFTASHCDPGYLLYGDFCYHFEGELVKTWQDAETYCVAQQGHLVSFHSQEELSFLIAHMPGKAWVGLNDINIESQFVYTDGTATNLLPWAPKQPDNWQNNEDCVHLEGPMHTEAGKLRDDFCTATNEFICKKGPKVIHSFFACILMWSLIFHTYGIPAAKGQGPPPQPPTSGPGWNEKCSSWTADPFNDFCYLFNSLSTRTWAEARADCVNQGGDLVSITDPFEQAFIQGVIQVSPTGISLWMGGHDSITEGGWEWTDGSPFRYVRWSAGNPDNYFGEDCLSIIINNGYWNDDNCENRRGYICKRRGFMTAIACQETSVVLHCPQESVINIQSAFYGRKSSDVCPHLGGSDGSCMVEGVLPYYRKVCDNRPFCFAYAYSEVEPCPSVSKYLEIVYSCEQKVCLHGLGMEDMNITDSQLSASSSMSSFTPNKARLNGNSCWKPIGNPTGSWIQANLGQKRKVTGIVIQGCPNSDHWVTKFKMQHSIDGQSWTDYTADGQTKSEKTFKNVFGSEWVKSMLLNSTLHLTDAITCASKANFDLGNDQMTVHCPAGCAKSSYAVYGTDIYRADSNICAAAIHAGVVLSEIGGDCTLLKAQGKNFYAGSTRNGITSTQYDGEYPLSYTFANGELRCPGPDWYEFGEFCYKSFEDKKTWADAQDTCRSIGAELVSIRSMVEQSWLESYLYFATSDMWTGLNDLLVSGMYVWSDHHMTGRWNDVSCTELNRFMCKMPKGHYQLPSVKPTVYGCPQGWEAYGYGCYWMEETGRSWSDAKAFCKEQDAFLLHIGDIYEQAHFTVVLSGKTGLWWIGLRAKGGTGGGVQYIWENGYPMTFTHWDRNQPDNGDGTCVAMTTGQVGGFWDDKQCSEKFAFVCEKPRPDITPPTEAPTPPPAQGCVDSWTSKPNFRNCYRLFHNVDWSLKKSWGAAHEDCVARGANLVSIHSQEEEAFLSLYSKGSSKWIGLRNNPTEGGYSWSDGSALSHTHWGPGEPNNHEGREECVEMVSSTNGTYSWWNDLNCDAHQDWICMIAKGQNPIPPPVPPSPVPAPDCGSNPGWRKNNNMCYYYNDTDIVDFRTAMHRCWVEKARLVSILNKDEQAYVNSMVGTGQISAAWIGLRMLGIADGQYAWQDNSPVSYTHWSPGEPNNANGEEQCVQMNRHQGGWNDVNCGRAAAGYVCKKFPGTDHTPPPPTQPWEGYCPAGWMHFNDKCFLFKGKKNDIKANWTYARSWCKDQGGELAVIDNQYENDFVSSYLKDMELPTWIGLSDILVENQYAWSDGVSPVLYTNWNGKEPNNAGGTEHCVSISHSVLVTGKWNDDACHKKHSFVCFRKKSSSIAPPHPTSSPCPAGYISWYLNCYKLVEEPATWDAAQKACEQQGANLASIDMSYDQAFVAGVVLQGKADAWIGLKLKDDGSFAWTDGWPVFFTQWGPGEPDNLNDEGCVSMRGSPLFHGTWNDTRCDQAKPYICKISSERPPVTPAPGDGKCLPLWIPYGRYCYWVYNEQKGFSWPDSRHYCQEAKTELASFHSRAELEFIRNLNHTKYHNFWIGLTRDRNFGWGWTDKTPLGFLNWAPGEPNAAFHPGQVAEENCVEMYPDGRWNDNDCLQKRGFVCRHRQYYTTDDGGNPVFPTDGPNVDNSGVNFGVVAAVVVVIVSLIAGLLFYVFSVRGYKLSSLRQSFPKRATTNVDIPAFSNPNFVDD
>Histone11
MTGRGKTGGKARAKAKTRSSRAGLQFPVGRVHRLLRRGNYAQRVGAGAPVYLAAVLEYLTAEILELAGNAARDNKKTRIIPRHLQLAVRNDEELNKLLGGVTIAQGGVLPNIQAVLLPKKTEKTAKAKAGFITVDWNAPCYSTNIFNQITMSGRGKGGKGLGKGGAKRHRKVLRDNIQGITKPAIRRLARRGGVKRISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGFGG
>Histone40
MARTKQTARKSTGGKAPRKQLATKAARKSAPATGGVKKPHRYRPGTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFKTDLRFQSSAVMALQEASEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA
>Histone25
MSGRGKGGKGLGKGGAKRHRKVLRDNIQGITKPAIRRLARRGGVKRISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGFGG
>Histone7
MSGRGKTGGKARAKAKTRSSRAGLQFPVGRVHRLLRKGNYGERIGAGAPVYLAAVLEYLTAEILELAGNAARDNKKTRIIPRHLQLAVRNDEELNKLLGGVTIAQGGVLPNIQAVLLPKKTEKPAKSK
>Histone35
MPEVAKSAPKKGSKKAVNKAAGKPGRRRKKGRKESYAIYVYKVLKQVHPDTGISSKAMSIMNSFVNDIFERIASEASRLAHYNKRSTISSREIQTAVRLLLPGELAKHAVSEGTKAVTKYTSSKIIPRHLQLAVRNDEELNKLLGGVTIAQGGVLPNIQAVLLPKKTEKAAKSK
>Histone31
MPEPAKTAPKKGSKKAVAKSVSKSGKKKRKTRKESYAIYVYKVLKQVHPDTGISSKAMSIMNSFVNDIFERIASEASRLAHYNKRSTITSREIQTAVRLLLPAQYEEELNGTKEKNERLDAVFKKARVGFQRAEQEEEEAPHIIEAEEVPHQIKEEVEGEDVASMSVPVKSEDEGQTADNSEPESPSSTSNRHITEEISETLYPGQNESSSPHIKEQIEDKEHPVIKEGDEPEPLHMKEELQPEPFYDKEKEETEHHRIEEAGKPVHIKEEEHPATLHNMEEGTPRPLYIKEQEEEEEEPPHIKEEEVEEDMTKMPLTGGPLKSEADGQCEENRRVEPPSSSSDQYMNTEGDGDHRGRPLEHSLLAPLSDTDDTLFHSPHTDDERAEDVNEDVYPSSSDLRSEFPQIKEEVKDKEPSQIKEEGEEFLYIKEEEQENIIKVLLTDVPLKLMETTVEDHKQVDS
>Histone20
MSDNQSWNSSGSEEDSEPREETGNLVGVGVFSGVLSKWTNYIHGWQDRWVVLKNNTLSYYKSQDETEYGCRGSLCLSKAVVTPHEFDECRLDISVNDSVWYLRAQDPEHRRLWIDSIELHRADPGYGSESSLRRHGSMLSLTSATSGYSATSTSSFKKGHSLREKLAEMETFRDILCRQVDTLQRYFDGCADGVSKDELQRDKIVEDDEDDFPSTRTDGEFLHNSSNSAKDKLFHCSNPKAVNGIDFKGEAITFKATTAGILATLSHCIDLMVKREDSWQKRLDKEMEKRRRIEESYKSALNDLKKKSHFGGPDYEARPSKKSSIFISVCFSHECSRVDTSSCHRQEGPNSLINEEEFFDAVEAALDRQDKIEQCQTEKTRIQRSSPLPPEDFFSSSGSHRLSEQVEEMVQSHMTYSLQDVGGDANWQLVVEEGEMKVYRREVEENGIVLDPLKATHSVKGVTGHEVCHYFWDTAYRNDWETTIENFNIVETLSENAVIVYQTHKRVWPASQRDVLYLSAMRKMVASNESDPDTWLVCNFSVDHHDAQPSSRCVRAKINIAMICQTLVSPPEGNKEISRDNVLCKITYVANVNPGGWAPASVLRAVAKREYPKFLKRFTSYVRGLVIRVPALSSSARYTSYSTLVENMSGRGKGGKGLGKGGAKRHRKVLRDNIQGITKPAIRRLARRGGVKRISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGFGG
>Histone34
MPEPQKPAAKKGSKKAVSKATNKAGRKKKKTRKQSYAIYVYKVLKQVHPDTGISSKAMSIMNSFVNDIFERIASEASRLAHYNKRSTITSREIQTAVRLLLPGELAKHAVSEGTKAVTKYTSSK
>Histone46
MARTKQTARKSTGGKAPRKQLATKAARKSAPATGGVKKPHRYRPGTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFKTDLRFQSSAVMALQESSEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA
>Histone12
MSGRGKSAKSRAKSKTRSSRAGLQFPVGRVHRLLRKGNYARRIGGGAPVYLAAVLEYLTAEILELAGNAARDNKKTRIIPRHLQLAVRNDEELNKLLGGVTIAQGGVLPNIQAVLLPKKTEKAKAK
>Histone17
MYRYTSHLNLVENMSGRGKGGKGLGKGGAKRHRKVLRDNIQGITKPAIRRLARRGGVKRISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGFGG
>Histone13
MARTKQTARKSTGGKAPRKQLATKAARKSAPATGGVKKPHRYRPGTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFKTDLRFQSSAVMALQESSEAYLVGLFEDTNLLLRKGNYAQRIGAGAPVYLAAVLEYLTAEILELAGNAARDNKKTRIIPRHLQLAVRNDEELNKLLGGVTIAQGGVLPNIQAVLLPKKTEKVKAK
>Ubiq14
MWIQVRTIDGKETRTVDDLSRLTKIETLRVKIRDIFNVSPQQQRLFYRGKQMEDGQTLFDYNVGLNDIVQLLIRSQTDPPDSPVTKDPHSVACTSAPAAASAVPRAESPDRPAPVSPAAMETSTDKDNDCSAAAETANEPKPDQAVALNNSAGTKNGFKPSSPTRDTQLPTSSKNTLVDPGIGKYKINELVDCRDVSVGAWFEACVENVSRAPKGPVKNKVGRPPKRTNGKLESEQGQQPLGPGQSTDNVRNNVNALNSESNGASTSQTDSTDEDVVYHIKYEDYPENGLVEMRAVDVRPRARTLLRWDQLMVGMHVFVNYNMETPEERGFWFDAEIQTLNQASRTNKELRVKILLGGPGDVIGDCKVHFLDEIYQVEKPGAPALSAADGQFKRKSGPECKHCKADPDAECRFCSCCVCGGKQDAHMQLLCDECNMAFHIYCLNPPLATIPDDEDWYCPTCKNDTNEVVKAGEKLKASKKRAKMPSATTESQRDWGKGMACVGRTKECTIVPSNHYGPIPGVPVGTTWKFRVQVSEAGVHRPHVGGIHGRSNDGSYSLVLAGGFEDEVDRGDEFTYTGSGGRDLSGNKRIGEHSFDQTLTHMNRALALNCDAPLNDKDGAESRNWRAGKPVRVVRSSKGRRISKYAPEEGNRYDGIYKVVKYWPEIGKCGYLVWRYLLRRDDQEPAPWTPEGLDRIKKLGLLIQYPPGYQAVMANKTKKEAIARPGRGGRSKHHSGRGRGRGRPRKQLKIEEEEDEEYEHLMAAVEEEEEERPQSNGDQKTSKDSDSSPASEPPSKRPKVEEAFVLSQQQRQLIGEDAANKKLWDEALGHLAEGPNFLRKMEQIFMCVCCQELAFQPITTVCSHNVCKTCLQRSFRAEVYTCPACRHDLGKDYVMTQNKTLQLLLDQFFPGYTKGR
>Lectin16
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>Histone26
MSGRGKGGKGLGKGGAKRHRKVLRDNIQGITKPAIRRLARRGGVKRISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGFGG
>Histone18
MSGRGKGGKGLGKGGAKRHRKVLRDNIQGITKPAIRRLARRGGVKRISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGFGG
>Lectin10
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MKLIFQAFLYCCLVATAAHCMELEVKPKLKKRLSIWLGSRLRRDLDSKTVNSEHFVRQDDIRDTMLPHSSTETHVRTKRSKNSANQSRRQGCYLGTCSVHDLAHRLHLLNNTLKIGTAPPVKISPQGYGRRRRSLPDRRVALRLEQGRLRPVWSTTDSQVHKLEALLRQT
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MRCLVFVLLIGAAFATEDDKIVGGYECQPHSQPHQVSLNSGYHFCGGSLVNENWVVSAAHCYKSRVQVRLGEHNIRVTEGTEQFISSSRVIRHPRYSSYNIDNDIMLIKLSSPATLNQHVKTVALPSSCASAGTMCKVTGWGNTMSSTADKNKLQCLDIPILSDRDCKNSYPGMITNAMFCAGYLEGGKDSCQGDSGGPVVCNGELQGVVSWGYGCAEKDHPGVYAKVCIFNDWLESTMASY
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MRCLVFVLLIGVAFATEDDKIVGGYECQPHSQPHQVSLNSGYHFCGGSLVNENWVVSAAHCYKSRVQVRLGEHNIRVTEGTEQFISSSRVIRHPRYSSYNIDNDIMLIKLSSPATLNQHVKTVALPSSCASAGTMCKVTGWGNTMSSTADKNKLQCLDIPILSDRDCKNSYPGMITNAMFCAGYLEGGKDSCQGDSGGPVVCNGELQGVVSWGYGCAEKDHPGVYAKDCDNSYPGMITESMFCAGYLEGGKDSCQGDSGGPVVCNGELQGVVSWGYGCAEKDHPGVYAKVCLFNDWLESTVSSY
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>Glyrichin
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MQLFLRAQNTHTLEVTGQETVGQIKAHVQTLEGLLVEDQVVLLAGCPLEDDASLASCGISEHCTLEVAGRLLGGKVHGSLARAGKVRGQTPKVDKQEKKKKKTGRAKRRIQYNRRFVNVVPTFGKKKGPNANS
>ERH1
MLACPHYCLNLGLCRVHSGSHTILLVQPTKRPEGRTYADYESVNECMEGVCKMYEEHLKRMNPNSPSITYDISQLFDFIDDLADLSCLVYRADTQTYQPYNKDWIKEKIYVLLRRQAHQAGK
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>Throm3
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MKFQGLLFLVLLICTTVCVAQGSYGNCCLGHVQRMGEKAKKNIESYRMQETDGDCNIRAVVFTMKKRSGRKRQRTVCTDPDQLWVQDLKAVVRLRMGLQN
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>Histone3
MSGRGKKAAAKPKLPVSSSVRAGITFPVSRIYRFLKSGKYAQRVGNGAAVYLAAILEYLCAEILELAGNACRDNKKQRIAPRHILLAVKGDEELNKMFAGVTISDGGVVPNIHAALIPKRSKPIREEITAQDTQSQDF
>Chem8
MASHLPLSVLVLLLVAVTFSEGLRGFGPKNCCYRFNENPIASQRVVSYVKTPQQCPIPAVRLRTVMGRYMCARSSASWVKNLINELDDKIIPGMTNQL
>Ubiq17
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>Neuropep8
MDALMKGFSMAKEGVVAAAEKTKAGMEEAAAKTKEGVMYVGNKTKEGVVSSVNTVANRTVDQANIVADTAISGANEVSQAATEGVENVAASTGLLNQVGYRGNRLPVRGPFPLSLFLSTFLCLCPAPPRRSP
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MKVFFLFRPGTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFKTDLRFQSAAIGALQEASEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA
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MSLKSRLIATFLGVTGFLFSYAEECGRPTLQENRIVGGMDASDGVWPWQVSVQKDNGHVCGGSIITENWILSAAHCFPNTSDVSSYTIYAGWYFLNSFNPHQSAHRVNYVVIPSGYVEPHSGKDVALVRLATPLTWSDWIRPVCLPASGTLFPGGMLCYVTGWGDIRNSVPLPGVGPLQEVQVPIISEGTCRDMHQMEQVDILYDMICAGYQEGGRDSCQGDSGGPLVCQMVNGTWVQAGVVSFGLGCAEANQPGVYARLTSYSSFIRDNIPEVRLYGRAQRHRLEGAAAALLCCLSAILVLRWL
>Throm18
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>BPTI3
MGWWPLVLRLVFLACAFSQETGEECLAKFKKGREDFVLDVDESVKDGAIFISSPKLDRSRDCVAACCKEEKCNVAFMQGGAEENSIKSCFLFNCLYKKKYACRFVRKKGYYNYILDSVYESYLEVDLPPKETDRPPVANGGPDRVVQPQDSVTLNGLESKDDEGIVSYLWQMLTEYPYAVIEKTGFNDQIIVSNLTSGMYKFQLTVTDTIGQSDSTKVTVLVLTPEQSEHHCMAPKKIGPCRGAFPRWHYNAASQKCEGFVFGGCRENLNNYLSKDECTNACYGTEKRGSGRGLPVPDQREKCGVACTPEQFTCANGCCLEPGLECDSTAQCSDGSDEQKCKDLDNTFQILLKIPVDEQKVRCTEPPQTGSCRDTLSKWYYNPLQQDCSRFNYGGCQGNENRFDSKAGCLKVCRGVTGVIAIAAVLAIAIVIILGILLYCFMKGKKKSSQHHRVPVNNAPLTSIEDREHLVYNSTTKPI
>Ubiq19
MGGCVGRYWERWDDTQSRGSSRNGGRGARNEPLKKDRPKWKSDYPMTEGQLRSKRDEFWDTAPAFDGRKEIWDALKAAAVALECNDHELAQAIVDGASITLPHGTLTECYDELGNRYQLPVYCLAPPVNLISERSDDDHSDSPQLSVAPKKEFQLKVRLSTGKDLRLSASMTDTIGQLKKQLHAQQDIEAAHQRWFFSGKLLTDKTRLQDTKIQKDFVIQVIVNPQAQPKMSPTTTTPTPTPTAATTSSSSSPESE
>Throm46
MCRGCCEYDVIRCKCPLKGTSVGYAVPCCRNAIDECDPCIIHPGCSLFENCKRCNNGTWGPKDDFFIRGQYCAECRPGWSGGDCMKCGGVIRKRQGHIVLESYPNNARCEWTIQVDQPFTIELRFMMLSLEVHHSCRYDFVEVRDGDSINSRVIGRFCGNNRPAPIRSSGNSLHIHFESDGYKNYDGFFATFQESSVPVDRLCALPPKPRHGDHFLVYGPNDVLIALQYLCHQPFELSGVSQRTCLPNNTWSGTQPVCTQVNNTLTEAEKDKETAKETAKGTDTAKEDIDSEKEDSKSKEKNQENTGVKKESDHWSTTVDNTTAGTIPGKTLAEDRNEDEKSIGREKTTSGGGDKMGNVGPDNGLDTAENKEADIVKPGKKDDRQSSKSETATTDVVVIKDKGQGEKERKEEQVNGKKDSGKVGPNDTKLRTVVSVDINAVEISEQEMAKNNTVTDDLNDLSKNNTTALPGRKIIPSRVNITQYTLYRAGGEESGMPKESPTIKEDKAETSPTQKPKEPDTDRKAKEKEKDVNQSFFEGSCPPPPRLYHGYHVMMPGAKPETVEFSCNHSYALSGDPLRSCQPDGTWSGKQPQCVRACREPKVSELVRQRILPPQAPFRKTPVHKLYSTAVGRQIQSDAPTKGPPVPSQLAAGFHHLYTHIEYDCVSAFYHHNGSPRRTCLKTGKWSGRHVSCSPVCGKHPTFDPERPGEAHWPWLVAIYRRSTNGAETKLTKADSHTGSVKKDGSARASNHIRASVWQLVCSGALVNQRSVVVAAHCVTQLGKVYPLDTAKIKVVVGKHYRDDHRENKGLQHLRVATIVIHPNYDPHILDSDIAVIKLLDKAKIGEKVQPLCLSDIPGEGEMSGQGLVTGWSPLPDSGLGAEEKARVGLVHLADIVPCEQQYARNGVPVSVTDNMLCASQKPNYGPSTICPSDTGGILILPALTDNKENPSVGFTPKGNKKRLWRLLGLVSFGYDQGECDPELYTVYTHVANFKIWIESSMK
>Throm44
ATDPDNFLGPEECLSRKPTRASCDLVFCAPWERCIEGRCSCKPPYLCPSEDVTPVCGRDGRLYRSYCQAMALSCRGGKSAMSHFDQTCSEEQPKFRSFLDPRTGALSLFVPDRASVGGGKRLLVCGQRWDAAAANVACKDLGHPLGAASAGSLASGDLRRGHAPSPLPDRCVVVRCRGFETSLAECVIHDGVRVGEGRVATATCYDHKEVPRECGFACANGKCVSANRTCDGIDDCGDRSDEMCCKRCRRGAFRCDSGVCVQADALADGQRDCLAGEDEAPTHASALARLPFEILNWDKIEPKLHLVQRSAAQDERAVIHLSCRAEPAGTEMNGTEYVSPRKETRARRAHLESKLQCGIANMTAALDDSVGDRAGRVKRVVGGVAANRTQIQWQVGLEDDGRINCGGTYIGGCWVVTAAHCVRPNPSAYRVKFSIWKKSTPQDTTDIIRVGKVIIHPRYNASTYENDIALVRLKELPEAPGKCMVDNPAVKPACVPWSPRLFGANHTCSISGWGRTSVGKGSQVLQWANVSLIHDCQRFYKDRFRPGMMCAGDLDGNVDSCQGDSGGPLVCQDHLGVSYLWGIVSWGDQCGQPGLPGVYTQVAHYFEWIRLQTGWPAVTKFNS
>Chem3
MELRALLAFGSLLAVGGGLPPISRDYNTRCGCLRTETRIIPPDSLRSIKLVPEGPHCTQTEIIATLVSGERVCLDPRSWWVKKLVHFVLEKQLHRRAAVISRRPA
>Histone4
MRACLPVCSHPQAGGKAGKDSGKTKTKAISRSQRAGLQFPVGRIHRHLKSRTTSHGRVGATAAVYSAAILEYLTAEVLELAGNASKDLKVKRITPRHLQLAIRGDEELDSLIKATIAGGGVIPHIHKSLIGKKGQQKTV
>Lectin7
MLKSKGQSLAWLPLLLLEMTCNASLVKVNKALKVRRGQSSYLQEGDLHFLLPLPKDACQVEVVLNEPITQRVGKFLPQVFNCHYRENEVKYVHNGSPLLMEDTVKLRLYRFTETDTYTEVFSLHVDIVEPDCSIIKLGPQFLQVPFYGISADVDGNVLSLHYEKRSSLECSIHLNSHDTNLPAHGQLVTGKPKEAVKRGDEPLRYIEDPVRCNSDVCLKGVKLVTFLKVPCEDFLLMGLKYQHMTPPSPDIDYIAIRLDLKDTRSGNLYQAMGHYSMEIDVHDFFFEKSPPMTVQMSVRNADTNAPRVSWNLGLSLLEGQSRPITWEQLQIVDNNDIGAVRIITVKGLLHGRLTVRGGKGFMFTVRDIKAGIVCYHHDDSDSTIDFIIFRITDGHQQTRHKFPIKILPKDDSPPFLIANMLLEVSQGQTTLLKGTALQASDVDSSSYVVSKFLQRDLSQSMVYYRHKGNEVLDDSFEFVLSDFQDPPNLSEPQVVMLHVEPVPRQAPREVPTARRCLVVKETDVVHVTQQHLHFVDKDSPDSDLTYTVTTPPFDRDRYSSEDAGRLFLVDSIPTFTKDTNAPVLRLFTQHAVNFMKVAYMPPTADIGPFPRYIQFGLSVTNQHGNTLDGICFNITVIPVDNQPPQVITKPLMVDEGGECLLGSEHLQLSDADSVEEALQLELLGQPQHGALQLNNFPLKPGQTFTVQDLTSHRVRYRHDNSETLDDRINLAATDGANEISFVLQVDVSPINDEVPVLVAGLKPVLPCAEGQTTIISAEYISAIDADTENNSLAFLIARQPRHGLVLRNDIAVDHFVQADVRAGMISYKHTGQEIGLTPHGDMITFVISDGETEKSVLCCGGRKPKIGSRETSLPVYDLRITISPVNSQPPSLKTGDIFVVDEGGRAQVNASHLKVSDADTVVDELVVSLVTPPRFGYLENVLPRPGFEKSNVGVSIDSCSYRDIIAGQINYVQSRHQKLEPTSDQLILRVSDGKFSSARVTFNIVVSPTNDELPELVAQNMTVQEGHKRNLDLSVLNATDMDIPKDVLRFHVVKPPRYGNIIRHLGTDTHRGANSESSVADFTMAEVTNGHAVAYVHDDSEHLEDDFTIQLMDGRHKIQRQVLVEVLAVNDEKPHLIRNNGLELEPGEARLISNVALFAQDHDTPSSQVIYIFERVPAQGLLQLKRVQNWLLLTVGENCTQEMVDTNRLRYVHKDPFGMTTQDLFVFHLHDGQNQSPSQQFIISIKHVEKGTIAMFVTPVSVNRGGRVVLTTDVLFATDHADRPDELLFVVTAPAAHGYLENTKHPGVSISAFSQMDIAANCVAYVHNNQASTPTETIHFVVSNNQTSRKGILELSVKMLDQIPPSLTNKGLRVPQGLAMTLSRDCLAMTDPDTPRGALVFKLRQPPRHGELLLRGTALMTGSTFTQQHIEELEVTYKHNGAQSLIDRFEFTATDSTNRGVRLDGKLHTEPLSFIIQIKPLERSHPEVVKLLPLWKAELLGGFARQRVSQFDLNRRTIVYIVNPEMESLSDSLEFRVSDRHGNAGPSHILQLSWSSVELSQPEYCANEEEKRVSVEIIRKGNVAESSYVKVKVNEGTATAGKDFLSSSSSLLQFDPGVSLKIWNIEVIQDQLEEADEVFEVLLVFPEGTVIASVKKAQVTIKDTGRGQCKQNQRNAASLLTGKSGPSDTRNQNSSGRLKKPSLASQSPIHQEGAFSRKNKSKSMAKTPPCPPGWTFHSGRCYILNKRHKTSWSRANRSCKESYKGNLASVFSKGDMDWLWDFGGRKPFWIGLNDRDAQGSWRWEDGESVTYMNWNRAPSPSIAEGNKMCALVWRRAKWQRRDCKTGRGHGYICSIKI
>Chem9
MRSIRVFLLCALAAATISAVVGNNSSGPEECCFRHYPRRLNPKIFESYFMTDSRCPLMGVILVTKKNNHICANPTLSWVKKVLKSLDEAIL
>CDK-like2
MDVSSNPKGCPASGTRVGDPRMVDIRMGEREPPLRMSPFRMLRVLDSCRPPGSRIGIVHENVKMGSDGESDQASGTSSDEVQSPVRVRMRNNHHRRISNEDINKRLSLPADIRLPEGYLEKFAMNSPPFDKPMSRRLRRASLSEIGFGKLETYIKLDKLGEGTYATVFKGRSKLTDNLVALKEIRLEHEEGAPCTAIREVSLLKDLKHANIVTLHDIIHTDKCLTLVFEYLEKDLKQYMDDCGSIMSVHNVKIFLFQLLRGLAYCHRRKVLHRDLKPQNLLINEKGELKLADFGLARAKSVPTKTYSNEVVTLWYRPPDVLLGSTEGVGCIFYEMITGRPLFPGSTVEDELHLIFRILGTPTEETWPGISTSEEFKTHNFPKYNAEPLVNHAPRIDNDGHDLLSVLLQFEAKKRVSAEDALRHAYFRTFGEQVQTLADTASIFSIKGIQLQKDPGKRSSAYQESSKSLEMAN
>BPTI8
MEVCKLRGLAWILLLLWSLPHWTTAQRRNGRRNNYKLYEDGPNGGRPCSLEVVFILDSSESAKISLFEKQKAFVLGFSTRLSMLQVAGWTLSVRMAALQYSSSVSMEQRFSAWTDLDAFHGRVSVMSYIGHGTYTTYAIGNATELLVKETPDDSVRVAVLMTDGADHPRNPDVLAAAIKAKEHGVKMFAVGLSHIAQQGANSAKLRAVASAPAQQFVQSLQDPQLEQRLLKEMGDRGECGAPGVKGDQEWKQNLSVFTSALMECEYRLLVNPHPKAGNPDSQDIFLGLCVAGLAQRPGRWLVRIKSILLWKAMEHESREREKKATREGLDQLVSLVSENRDYQEIEDLKDPGAIVGYLASGSKVTRVIKAHLDPQASEEVRAWDLRALRGTWGLRDYQAYLVSREKTEPRDKRESEGIEGPEVSQVLLVLWDQWEPRAIRDLSGHPVHLVNLGGGYLVRRCRCIKQYLFFSVQGDPGPQGLAGAVGEPGRGITGPKGPPGVPGLPGETGADGVGLPGAKGSIGIIGPPGPQGSPGEGIQGQKGDRGSAGEKGKKGDRGAIGEPGLTGPLGRVGQKGEPGLTREEVIKIVRSMCNCGVTCRQSPLELVFVIDSSESVGPDNFEVVKDFVSALVDRASVSRETTRVGVVLYSHINVVVVSLSQDASRDQVKAAVRSMTYLGEGTFTGSAIHQANRLFRVARPGVRKVAVVITDGQADKRDSVSLENVVREARVGDIEMFVIGVVNASDPFFSEFKKELDLMASEPDADHVYLIDDFKTLPALEKKLLSHICEDSSSLLFRSIPGGGLPPSRPEVSGSDIRLPQQTRTDMDTPTFSGDFRRIQVTPRPPPYDPDRQTTTPRPKTEDWSSSEAQRLPFLDRQSLRPDGRAPTRHTVKVAPTTPTVKVPVGAPQITPELCRAPLDPGPCRDYVVRWYYDSEANACAQFWFGGCQGNANQFDNERRCKQTCVRV
>Antipro2
MHTALRVWILSVVVCLGRGHHHLGHTDDDSLSQVSSGNKEFAFHLYRRLAAHPDNQGKNIFYSPSSVSVALAALSVGARGDTHEQLLSGLGYNSSEVTQSAINQAFSMLLKRQDNSSDISEGTAVFLDNTFEPNPEFLKDLKEAFHTDVSNVNFHQTTESADTINKYVSDKTHGKIDKLVEDLDPGTIMYLISYIYFKGMWDSPFEAKLTKEDTFMVDENTEVPVQMMNKEDGFDTYRDMAINTTILRLPFNSSYSMFLLLPENMAVLEKEICPQHLTKWSKWMKKRTYDIFVPKISMKTEYSLKELLTEMGMTNMFDVRADLSGISEGKKLLVSGVVHQAALDIDEAGATAAASTGIRITLMSLQHVPVLKFNRPFMLLITENTTDDILFMGKIMNPKI
>Ubiq21
MSRLRGNLAARHSKSQGTLRHLPGSNTPPLKCSSQEDHAVTFGFVKKSQSCRLALFKLSSRSLTRNGPEFEARIRQNEINNPKFNFLNPNDPYHAYYRHKVTEFKEGKALEPSAAVPKVMQQTMQQTQQLPQKVQVIQEAIIPKEPPPEFEFIADPPSIAAFDLDVVKLTAQFVARNGRQFLTQLMQKEQRNYQFDFLRPQHSLFNYFTKLVEQYTKILIPPKGLLVKLKKESENPKEVMDQVRYRVEWAKYQERERKKEEEEREKERVAYAQIDWHDFVVVETVDFQPNEQGHFPPPTTPEELGARILIQERYEKYGESEEVEMDVESDDENDEREVRNAGHAVQPDQDTQVQDMDEGSDEEDEGMKIPAPPSNPMPPPLPPTPDQVIIRKDYDPKASKAPAPAAVSDEYLISPITGEKIPASKIPEHMRIGLLDPRWLEQRDRSIRDRQTEDEVYAPGMDIDSSLKQLAERRTDIFGVEETAIGKKIGEEEIQKPEEKVTWDGHSGSMARTQQAAQANITLQEQIEAIHKAKGLVGEDDTKEKIGPSKPSDTHHMPPMPSSAPIVPKPSPPVAAMPRPPSNVGPPVRTTLLSAMPVIPRPPVAPVVRLAPGQVLTSMPPMIPGPRINVVPMPPSAPHMMAPRPPPMVVPATFVPAPPVPQPPNIVPAPPSHPPSHHDDEPMNKKMKTEDNLIPEDEFIRRHKGPVAVKVQVPNMQDKTEWKLNGQVLNFTVPLTDQVSVIKVKIHEATGMPAGKQKLQYEGIFIKDSNSMAYYNMSTGSIIHLALKERASLTLANFASLLAVDANMANTENGRRSVDTRSIRTLSSSHIDDESSLGSDSEINGFTSDKQTDKYGFIGGAQQYSEESAQDVPTAVLRQREVKWLDMLNHWDKWMIKRFNKVRLRSQKGIPPSLRGRAWLYLSGGKGKKEQNQGKFQELDSQPGDPKWSDVIEKDLHRQFPFHEMFVSRGGHGQKDLFRVLKAYTLYRPEEGYCQAQAPIAAVLLMHMPAEDAFWGLVQICEKYLPGYYSPGLEAIQLDGEILFALLRRVSPLAFRHLEKHKIDPILYMTEWFMCAFSRTLPWASVLRVWDMFLCDGVKIIFRVGLVLLKCMLGSREKLKACQGQYETMELLRAVEPRYMQEGFLVREILEVPITARDVEREHHTQLKRWRKSHGELNFKSPPRMHGARLIMLADPPRRQDLQQHPTILLEEAELSPLLKKGKEHKSRKKTLKKSQFPEVIPNPYPLPNATPPPPSYPPAPPPLLSKAPETVPQTQADPIHQGHAPSADLPPAKEAPLQQSTHSLSSTDQDTYL
>Throm29
MFCFGELSLGVLFLHLATAHVFLGTEEASQVLIRPRRANKFFEELKQGDMERECREERCSWEEAREIFEDAAKTDKFWATYFDGDACLSTPCAHRGRCEDGIGSYTCYCYEGYQGFNCEIAIPQLCENQNGGCQHFCKVEQGNIECSCADGYFLANDDKSCESNEPFKCGVTITGKTRTIFRYQRPNITEGNVTEFNQTHVESNDAAAASLPESSPHGNLTSEEIVQESVEEDEVFSDVVGMTRIVNGENCPSEECPWQALLLDENDKGFCGGTILNEYVILTAAHCMNHTSYISVRLGEFDLLADDGNEATYYLETALTHKLYRSDTFHNDIALLKLASPIKFSRHILPACLPEPDFAEKVLMKQQDGMVSGFGRLGQNLPASTILQRLSVPYVPQQTCKESSSFRISAHMFCAGYDKKAMDSCRGDSGGPHVTAYKNTHFITGIVSWGEGCAKEGKYGVYTQVSKFIKWIRTAMKVLLRKEKSGGRARRQGQPFRRMYF
>Throm51
MMRSCIVLMVFGTATAAVFVEKQEADAVLSRWRRANSGFLEELKQGNLERECREEICDLEEAREVFEDDALTRQFWDTYERRDPCRINPCRNNGVCVTVESGFQCQCAEGFEGHFCQTGEQNLDADDGTEQRILVSIVITHEDYEPATGDNDIALLHLSGGVSLSRYAIPICLPTKDLAERELLLEPTHVVSGWGRRTSGGNEDVYSSTTASGEVLAFPVLRSKSVPIIEHFVCSQIVGFNITERILCAGYPAGLRESCLGDDGSPLTTLYGSTHFLTGVVAWGRGCSVRGYFGVYTNVAKFVDWVESKNLLLTAMSPDMLEEKDQHSPRQRFRL
>Throm41
MRTWNLILGIKPLDIMLARSCIVLILLIDIAAAAVFVKKQEADAVLSRWRRANSGFLEELKQGNLERECREEICDHEEAREVFEDDALTKQFWDTYERRDPCRINPCLNNGVCVTVWSGFQCQCAEGFEGRFCQRVFEDSLKCNFHNGQCEHFCDGSGKRRKCSCADGYILGEDGRQCIAQGEYNLDADDGMEQRIPVSTVIVHKDYEPMTGHSDIALLHLSRGVSLNSHVLPICLPTRDLAERELLLLRYHTVSGWGKRISGGNDDGTVSAGVPISPILRKMSVPIIQNSLCSERGRYNFTDNMLCAGYLEGQQESCRGDDGSPLTTLYGSTHFLTGVVAWGRGCSVRGYFGVYTNVAKFVDWVNSENLPLTTMSPGMLQQKVTEH
>Throm14
RVVNGEICPKGHCPWQALLTENHQQICGGIVLSDQWILTAAHCVWKKQNSILHVVVGEHDLETDEKTEQKRRVSKVLIHRSYNHSSYDSDLAVLKLHRPIKLGLYVVPICLPAKNSSFTRTLAAIRHNTVSGWGRLSLHGSTARLLQRLALPRVPLQECRLHTKLNITRNMLCAGLQRGGQDACKGDSGGPLVTRYKKTWFLSGVVSWGNGCADNNMYGIYTKVSNFLDWIQHQMTRCCESSPCLNGGSCLVLPASYNCLCPLPFSGLNCELDDHVRPETCLLENGGCEHFCDEDERGERVNCSCADGYFLNADGQSCMPKDSITCGMTPVLQDPNKAKELDPRARIVGGQECPKGECPWQVLLLYHGKGFCGGIIIKPMWILTASHCLEDADVQFLNVVAGEHNTMVEEGTEQVIQVAQILMHERYEKKTADNDIALLRLASPVVYTPYAVPACLPTKSLAERDLWAVSIHTVSGWGRRAENGPTSHLLRRLRVPRIRTQQCIQESGVQLTENMFCAGYLTGREDSCKGDSGGPLVTQYKKTTFLLGIVSWGKGCARPGHYGIYARVSNYLQWIHNHTATPVQLTNDTQLPPHNLTT
>Throm63
MPNIVLFSGSSHHDLSQKVADRLGLDLGKVITKKFSNQETCVEIGESVRGEDVYIVQSGCGEINDNLMELLIMINACKIASSSRVTAVIPCFPYARQDKKDKSRAPISAKLVANMLSVAGADHIITMDLHASQIQGFFDIAVDNLYAEPAVLQWIRENIPEWKNCIIVSPDAGGAKRVTSIADRLNVDFALIHKERKKANEVDRMVLVGDVKDRVAILVDDMADTCGTICHAADKLIDAGAIKVYAILTHGIFSGPAISRINNAPFEAVVVTNTIPQEEKMKACPKIQVIDISMILAEAIRRTHNGESVSYLFSHVPLPAKMSDKPDISEVTSFDKNKLKKTETREKNVLPTKETIEQEKAATTS
>Lectin20
MALALRSVFLLCGLLAGVLICQLKGGNLASILDATENALVIELIREALNGLRDTWIGLHDGVQEGTNLWTDGSVVDFTAYTSPQPDNFQGLEDCTEIDDGIPSCPKGWVRLEDRCFYVVDQQRDFGDAELACQALGGNLASILNAREHVVVRALIDLRIAVHQVAWIGYNDIDNEGTFVWTDNSPTGFDAFNGPDPTNPNEDCVQTNAGTNSMFWEDHICTTTVPFVCVTNVH
>Lectin23
YIKTARRRRQHQASHTATKMEFALRSLFLLCGISGLLTGVWSKPTVIVKGNNCPIGWTQLDCYCYIYEDEGRSFADAESVCNILGGNLVSIHSALENAFILELIRAGDNDDEAWIGLHDAIENDDFVWTDGSDTQFTNFDVSGSEPDDTGDCVHMDESAGLWEDALCSDEIPYVCIRDMLHH
>Amyloid2
MGDRVALMLLAIAAVTLAAEVPTDGLTGLLAEPQVAMFCGKLNMHVNVQNGKWEPDPTGTKSCVGTKEGILQYCQEVYPELQITNVVEANQPVSIQNWCKKDRKQCHSHMHIVVPYRCLDRTMNLHDYGMLLPCGIDRFRGVEFVCCPTEAERDADSAEQDGDDSDVWWGGAETDYSDNSMVREPEPAEQQEETKQSVAEEETAEGNDEAEDALDNDQDGDGEEDEEEEEDMAADTLDDDDDDDDDDEAATNVAMTTTTTTTTESVEEVVRDVCWASAETGPCRAMLPRWYFDRQEGRCAQFIYGGCGGNRNNFESEEYCLSVCRSVMPTATPGSPDAVDHYLETPADENEHTHFQKAKESLEAKHRERMSQVMREWEEAEREAKNLPRADKKAVIQRFQEKVETLELEAASERQQLVETHMARVEALHNDRRRLALESYLTALQQDPPRPRHVFSLLKKYVRAEQKDRQHTLKHFEHVRMVDPKKAAQIRPQVLTHLRVIEERMNQSLGLLYKVPGVADDIQDQVELLQREQTEMAQQLANLQTDVRVSYGNDALMPDQELGDGQTELLTQEDTLGLGGVGFIHPESFNQPNTDNQVEPVDSRPSLERGVPTRPVTGIKMEAIPELRMEKGDRQSTEYEVHHQKLVFFAEDVGSNKGAIIGLMVGGVVIATVIVITLVMLRKKQYTSIHHGVIEVDAAVTPEERHLSKMQQNGYENPTYKFFEQMQN
>Throm9
AYLIQEQHDFMETVELKGLKHDPSLQDPNSGFSLVLTSVLKSKIKNVFASSSISHHYVDCNIIAFGNMNGDVMATFRLVFAVSKFQQYSENFIQELLRAGLTSVMHGNPLEVPQFGHINAIVLLGASGKSFYNIGDDTLGEESCPESAFTCDNGECITKLNPECDFVSDCADGSDEARCACGTRSATGNRIVGGEDARQGELPWQVSLRLHGQHTCGASIISERWLVSAAHCFETANNPKQWTALVGASLVSGEESESKTINIKTLAVSPDYNPTTTDVDVAVLELESPLTFGPYVQPACLPAPSHVFAPGQKCVVSGWGSLHQFSSEMPSTLQKALVKIIDSKVCSKLPVYRGSITSNMMCAGFLQGKVDSCQGDSGGPLVCEGAPGRFFLAGVVSWGIGCAQIYRPGVYSRVTKLRSWILSHVDPSSKHYYPNHEITLPVTAPGASASNSPFPKIVAMDVESAPAPPVSNCSGNFQCSATSCINKLNPECDGLPDCPNQADERNCDCGVRPALGGNRIVGGVTARRGEWPWIGSLHYQRLHHCGATLVHSKWLLTAAHCFKSDPSPTHWAVSLGSVLRSGVGAVVIPIQRVVIHPAFNGTSMDHDVALLELLIPAPMSHTIQSVCLPSPAHRFLEDAECYISGWGSMREGGSLTNLLQKAPVSTIEQADCRQSYGDNLTPHMMCAGYMEGGRDTCLGDSGGPLACREGSGQWFVAGVTSWGHGCGRVGFPGIYTRVTSVRNWISSYLPF
>CDK-like17
MPGSDRHHGTKRKPESIIGGLAHAAFQTAAGDMTSKDGKLHCKSLMASSKRRRHKSAKVRESPVVPPTIPEYISLSRTAPPSVLMKPLVEYDDISSDSDTFLDPPSTRLPERVVVMERLEPSPEFIREEPIRESKSHRHSRKKSKDPNKVRDPGNGARGYKKKSSKDRDKSASGVGKEKLLSSGPSKRHIQQELDFKRGDPMFSQMHTMVSIGSTSASSSRSKESGRSGKSRKDKQQRREARLEGAHSDSQKVRGERSHRKSSKSNKSSPKGKSSRGSPRRKAATAALSPSPRRGESPLGAPMLDDSYSRRKATQQCPSPYGHCRQRSDSPYGSRHRSSSFERDSSPYSRRRSISPYAARRSSSTSPSPSPASRRSGRSRSRSPVFFSSHRSSSRSRSKRHGPPAGVLGAGSYSSRPASRSPPATRLPLNSSLGAELSRRKKERQAAEAAAARACGSGAASPATQKPIAPSASSSSSSSRPKAEDPQQEKDSGEKESQSLPSVQSPQEAPMLEEPVADPLPSASTTFSPAAPPEPSPTEAPGLTSSTPPPPPPPKPQQADAKVLPPAPSAPAKSPAPVPARSPARQTPLHKTSTLPPLPLPPLLLGNSQHSPKKSTYQRGSRKEKETRSRPSIIDLPLPPTLPGGDSSPLHLASHQGLSLTLPALKKRPKICCPRYGERKHTKSDWGKRCVDKFDIIGIIGEGTYGQVYKAKDKDTGELVALKKVRLDNEKEGFPITAIREIKILRQLKHCSVVNMKEIVTDKQDALDFKKDKGAFYLVFEYMDHDLMGLLESGMVQFSHEHIRSFMRQLMEGLDYCHKNNFLHRDIKCSNILLNNRGQIKLADFGLARLYNSEESRPYTNKVITLWYRPPELLLGEERYSPAIDVWSCGCILGELFTKKPIFQANQELLQLELISRLCGSPCPAAWPDVIKLPLFNTMKPKKQYRRRLREEFAFLPTSALDLLDRMLTLDPSRRCTSEGALNSDFLCDVDPNNMPPPDLPHHQDCHELWSKKRRRARQSGLPEDVPKAPRKDISSTSSGDNSRPQTSPAGAPAPPPPPPPPPPPPTQGKPPSAAAQDNDLSALGAAAEQLNQTEMTLLLNLLQGQTDLSLQQVSQLLNQSNAETLSQSLSALSEASDHHQGGASASEPPELSPASGDAAQLPEEQANLLALILGHIMKPQGEEQADESSNGVQSGEALTRAASTSTTERKGKSGFNVSKRNPLSTCPALPRGDQRPPSPPGLPPAASSPCLSQDISTSEMAAALLQLISDVGASSDAEGMSPNTEGSDKAPPPAAEAPTTLSDSSNAAQFLKDQDLRFSHGTTH
>Lectin5
MHVDDERHRDSTTTATKWTARQRLLQRCTLSSLLLLLLLGVDVTWSATAPLDANDFAFFHEGTRGCLGVRERSLVLSTSCREAGQRWKWVTGGRLFNLGSSLCLGVTAGNDTASSSSGPGRSPLSVYTCDRQPPMVRWTWSCGQVLEDLRNYLPWPSFSNASAPSTPSASSSKWSVHGEKQDLCGKTYRDIYTIQGNSNGRPCYLPFLYDGQWFHNCTSIGREDGHLWCATTYDYGQDERWGFCPVNSGGCETFWETDPLTDSCYQFNFQASLSWSQARESCQKQGADLLSVTKLHEQTYINGLLTGYSAALWIGLNDLDINGGWQWADSSPLNYLNWEQEQPNHEDEDNCVVIRTESSGRWQNRACSDALPYVCKKRPNATLDPFTTDSWADDEKYECEVGWKAFQAGCYKLVPEKGDWNAGLKTCQKMEANLVSIHTLPEMEFILRNIKKDTEQLWLGLHDIAMQMDFHWSDHTPVTFTHWHPYEPNNFRNTQEDCVSMWGAGWKWHSPSCYWVSEDLLTFSEASKSCEENKASLLTITDRFVQAFVNSLVFGRVDDSFWIGLHDQGSPGSFHWQSGDRVSFTHWNLNQPVSVQGGCVSLETGLVTGLWEVRECASWKAKYICQQNQDATLSPEPSLPAPPPTPSLSGSCPNGWKSNSNLRHCYKVFHWSQMDQKLSWLQAHLFCRKHGADLLSIGSSDEEHFVLQVLHETFGESEDHDQQWFWIGLNRRNPMDNGSWKWSDGLVFTYQNFGRYYYNVRQCAAADLGSMTWLAMHCDSPLDWICKIPRGSVEKEPEAAEGTTSPEWIGFQEAEYKFFDHRTTWDQAQRICSWFDSSLASVHSAQEEKFLSSTMVKVEGDNWWLGLHTFDNDGRFRWSDHSVLNYVSWAANRPRPLSRDRRCVHLIASKAEWAEQRCHSDLPYICKRVNVTGTAPPTPSSPHLPSGCPEGWSSYRRKCFKVFQRELPSQRATWSAAKIKCELQGGVLAVVSNHLEQAFVTTLLSNVTVDLWLGLSSDAKGHFQWAQPGLLSYTNWAPGQPVDNNGPHHDKNPGNCVSAIHGNPQKHKGMWASRACETESLGYLCQRQQDPGMPAAPTLIPATLPKRLELGGITYQVVQKRLDWTGALHLCNSLNGTLAAPKDAVQQAYLTLLINSLRLPAWIALYNFGDRSYTWLGEEDLPYSNWVDGQPNQLSGCGHMTTSGLWTMTPCHAKLDAAICQIGDAPDTHQWLYPGSCPRSVGDWAWLSFRNHCYAFNLQRLKLQQDARLSCQKVGAELLSILDETENAFVWEHIQSSAEQAHGAWLGVSVKGRGLVWGEETQMSYTNWESHEVAFAVLSPNSCFWIQSNSGLWKPGSCRNRTHGVICKRPRIIESSNELLSGDHLPTLIVVLVTGVVLVALIVGVIYLYRRRGGVGVRGSYDGARYSRTHSGQGEQVEKNILVSDMELNEQPE
>Hemo1
MTSLTKRDKATVKAFWDKVSPKVEEIGVQALSRLLVVYPQTKTYFAHWSDLSPSSEPVRKHGKTIMAGVGSAVSMLDDLKGGLLPLSELHAFTLRVDPANFKDLLNRKVDLSDTFFKDGSRLFNSPLMPSSFLRMGDRDEAEEEETQHQVRQDQVGQTSPHDDLLVTLDARGYAPGDISVKLEGRSLLVMAAKQAGAQEAHSCSSPSSQASFASSAASRVGFKQRIHLSPHLDLSGLSCSLMEDGQLRIHAPVARQPIAAGSSEPIAEERSELVAEERKEPIAEDKEEAPPLFRTSLEFPITKEETEAQHTH
>Hemo2
MSLTRRDKATVKAFWALIAGKTDVIGSEALSRLLYVYPQTKTYFDHWKDLSLNSAPVRKHGRIIMAGISDAIGKMDDLTGGLLTLSELHAFTLRVDPANFKLLAHCILVVMATQFPVEFTPEVHVCVDKFLAALTLAIAEKYR
>PLA2-2
RSKRGLLELAGMIKCTTERTPLDYAFYGCYCGLGGSGWPRDRTDWCCHKHDCCYDSAERQGCSTKTDRYDWSCDDRTPNCGDLTDTCEKLLCKCDRDAAKCLRNSPFQRKFTLWPNWRCGPHQPMCSIY
>Throm21
MDELTLTNAMLLVLLVTVCGRAVLNNRIVGGQEASQGDWPWQASLQFDTGKYFCGASLINSEWLLSAAHCFISHNNDVALVRLSSPVPFNDFIGPVCLAANGSTFFTGIESWVTGWGKIGEGVPLPSPKNLMEVKVPVVGNRQCGCDFKSLRKITDNMICAGLREGGKDACQGDSGSPMVTKQDSKWIQSGVVSFGQGCARPKLPGVYARVSQYQDWISNHTGNDNLPGFVTFTSPGTDPDLEVSCDDAMPTTSTGTPISPGMPPPVLCGFAPLNECQSGSGSASVAVGDWPWLARLYWNGSYACSGTLVAQDTVLTSAECIARSSTVSNWTVFLGPMNQSDSNSSETAVGVIAIRTSARSVVQSLKEVPTSLQDCGNVSSAENICINHLPLDQRNFSGPLMCQLGGFWYQVAVLKPTNHTVQNDQLTVLPRLSGFSNFLMTEVGEVLSPTNSSSATPPLLSQLLVFGTGLQVVLLMLCH
>Throm17
MVEGDNKSANMLAQETAQLEEQLQAWGEVILAGDRVLRWEKPWFPGVLVAATTALFLLIYYLDPSVLTGVSSGVMLLCLADYLVPTLAPRVFGSNKWTTEQQQRFHEICGNMVKMQRRLLGWWRRLCTLKEEKPKMYFTSVISSLLALAWIGQQVHNLLLTYLIVTLLLLLPGLNQHSVFSKYTAMAKREINKLIKNKEKKNEAGTVTAFVGRHSQTGSNPNEQTRNVSLIIFHPAYNSTTFDNDVALLKLFSPVPFNDFIRPICLAASGSTFFDGTQSWFTGWWDVTSGVPPPPSGDLTEVEASVVGNRQCDCDRTQITITDNMICAGLKAGGHDACQGDGGGPLVSKQGSTWVLSGLLSFGFDCANPNIPGVSTRVSRYQAWISSHTTNSNSLPGFVSFTSVGTDPDLQFSCNANLPLPSASPRITYTGPYITHTGPYITHTGPYITHTGPHSTHTGPYITHTGPHSTHTGPHSTHTGPHSTHTGPHSTHTGRPYITHTGPHSTHTGPHSTHTGPHSTHTDPYSSTTGPTPCPVITCPSCSCTTPITIWSSSTSSDPLSNVCGVAPLNSRIVGGQAASPGAWPWQSQLAFNPNQVSRLVVQTIIHPAYNPATFDNDVALLKLSSPVPFNDFIRPICLAASGSTFFDGTDSWVTGWGTIGSGVPLPPPQDLMEVQVPVVGNRQCDCKYGGGLITDNMICAGLSEGGKDACQGDSGGPMMSKQGSVWVLSGLVSFGEGCALPDFPGVYTRVSRYEAWIRSHTSDGNLPGFVGFFSAGIDPDLSFNCPITTTMSPSTIQSST
>Defensin4
MPSLAAFCWAILVLVQGPLGGTCQEDHRPTSSFQCGPSDQGLACANGMRCCQEGHRCSADSMWCFKPESVVLCGDQVSECPNGSTCCETPQGTWGCCPLPKAVCCEDKEHCCPGGSQCDVRRSVCVSPEDGEDMPMWNKLPARRRADWENQRANMVPCDNKSYCRDGTTCCKTTRGDWSCCPLPQAVCCSDFLHCCPQGYTCNLVAQTCDLEWRSVPWLEKEAAESRQQEKEVRCDDTHACPDGSTCCKTQTGLWGCCPVPQAVCCPDGNHCCPKDYTCDEQESKCVKGQVAIPWYPKLPASISSLLPPRTTVVAMKPGFVQCDDQSLCSDEQTCCKISPTDWGCCPFAHAVCCSDMKHCCQAGYRCTGGGQCTSNGDLPWL
>Throm30
MFPPHLSHPFLPAASLGRGHRELRSLKDLPKTMTRIQFLVLSALFCCLADSAELLRSKRGTRFYRGEPQRKISRRPLFIVHIQKPSPSFDTSPRCVDSTTSAVHSYGDTWLRWKGQRVEYCRCAFRGRELCHIVPVINCYTSHCYNGGTCKEAVYSSDYICQCPTGFSGSQCEINTKEKCVVGSGDAYRGTWSLSKSGAECINWNSTALREKKFTARKVDASSLGLGNHNFCRNPDRDSTPWCYTYKGTQIIWEFCSLPKCSQDKYEECTRGIGLTYRGTKSATKSGARCLPWDSPAIKHKSNNAWRSDALEVGLGSHSYCRNPDGDEGPWCHVYKNLHLTWELCDVPKCTRRPSTITPQGPRGPMINNNQGKCGQRLDNTLSQPTFRMFGGRESDITEQPWQAAINVYQARLRQHFHRCGGILIDSCWVLSAAHCFEPTDKPSKLEVILGRTFRKQNSSSEQIFKVEKYWLHEKFDNETFDNDIALLKLKSDIGVCAVNSPEVLPACLPEAGLVLPDWTQCEISGYGKDSEFSAHYSERVKRGFVRLWPRERCVPAVLSGRTVTANMLCAGDTRGLDDACKGDSGGPLVCRNNDKMTLMGVVSWGDGCGQRDKPGVYTRVTRYVDWIHNKMTANPI
>Throm35
METSKAALLLAAIVCTTVSGSEIMESYAKTGGAWLTAINKRMYSTNTVEECAAKCDVETSFTCSLTPENKPKADLESNFCRNPDDDAGGPWCYTTDPDTRWEHCNVPSCTEDCIHCNGEDYRGKVSITESGVACQRWDSQEPHNHGYNPNALPQKYLDNNYCRNPDGDPKPWCFTTNPNKRWEFCSIPRCTSETPTVAPETTCATGEGSAYRGTIAVTESGKTCQSWSTQSPHKHNRSPENYPCKGLDNNFCRNPDNERKPWCYTTDPETRWEYCRVPTCGDAPGPDEPVIPTEEDDCYDGDGSSYRGVTSETISGKKCQAWASMSPHRHGKTPQQYPTADLRRNLCRNPDGDRAPWCYTTDPRVRWEYCNLEKCSSRPVESTPTTEPTTPEKPSSQDPIQRDCKVGNGATYRGSTSITIMGVTCQAWSAQSPHQHNSFTPDSHPDKGLDGNSCRNPDNDVNGPWCYTTDRNKKWDYCQIPDCTGVTCGTPATKPKRCYGRIVGGCVSKAHSWPWQISLRTSSGIHFCGGTLIHPQWVLTAAHCLERSKRPSSYMVILGSHRERTLETSAQQRALEKLVLGPNGADIALLKLQRPAVINDKVLPACLPEKDYVVPSGTECYVTGWGETQGTGGEGVLKETGFPVIENKICNRPSYLNGRVKDHEMCAGNIDGGTDSCQGDSGGPLVCNAHNKFILQGVTSWGLGCANAMKPGVYARVSKFVDWIDRTIKAN
>Throm56
MLQTLGLLILQVALVQPDTNRVVNGEDARPHSWPWQISLQVKHGSRYHHTCGGTLIAPRWVLTAGHCIWPGDIYRVVLGEHDMSQQEGTEQILDILRIVVHPEWDINHVDDGNDLALLKLVKSPIMTDSIGLACLPPPGEILAHGTACYITGWGNLYSHGPMPAKLQQALLPVVQHSVCSQSGWWGNTVKTSMICAGGDDVSGCHGDSGGPLNCQGEDGRWYVHGVTSFVSSQVCNEAKKPTVFTRTSAFAQWLSEVRRRIRSPPP
>Throm28
MMLQRAVGQGMAAVTGELFPQQQVGVVVFTGTGSKTPGAPHLELGIIDTAGSTTVKPRVTVDTELTCGETSERRMHKIVGGSFITAQSQPWVAAIFHQRRRFFCGGSLIAPCWVLTAAHCFSDGKGTNLQRLSVFLGKSAINETDEVNEQKFTVEKMILHQAYNKTNYNNDIALLKIKSSDGRCAVRSESVRTVCLPPDHTQLPVGFQCVIAGFGREKSGALHYSQYLKEARVNLLSQSQCKKNSAYANLLTENMFCAAEPSWSMDSCQGDSGGPLVCEASGRLFQFGIVSWGDGCAEENNPGVYTQLTNYNKWIAEKIKLPQYTVGVMYPPK
>Chem7
MDVKLLAVVAALTLLAHVPLSQAKPISLMERCYCRSTVNSLPRGYIRELRFIHTPNCPFQVIAKLKTNKEVCVNPEIRWLQQYLKNAIKNAKLKTNKEVCLNPEIRWLQQYLKNAIKSLIMPVDGPEDQVPSSHSGLANVALCRSNSEENGGSAVLSQDPEAASPCTAVNEAGEGNSGGKRSGALVHIDRQRIQSASGADELLGLGVAIYDQDVLEQGVLQQVDEAIQEASQAAAKAEAEKEYESVLDDVRSVTVSLKHINKIIEQLSPYASSSKDISRKIESVKRQKENKEKQLKKVRAKQKRLQAILGGEIIQRFEDELLAEDAEDTEPGPSTLGSMLMPAQETEWEELIRTGHMTPFGTRIPQTEEKKEPRKLMLAENSAFDQYLADQAKQATERKRTPHAKKRRSSATHQQGSKGTASSPKDKKMRKRMRKLQITALKAHPKARTKSEPQAPKPKRKTPIEGDEVDSDGSEYLPSDEGFDPEREERDAVEEGFGEDVDDDEYELKAYKRKNEAKGKRPVKKQQSDDQYSDEEDDGKSKEKKCRDDGDVEYYRQRIRRWKRQRLLEREERRERGEELTDDSDAEFDEGFKVPGFLWKKLFKYQQTGVRWLWELHCQQAGGILGDEMGLGKTIQIIGFLAGLSYSKLRTRGSNYRRWKRQRLLEREERRERGEELTDDSDAEFDEGFKVPGFLWKKLFKYQQTGVRWLWELHCQQAGGILGDEMGLGKTIQIIGFLAGLSYSKLRTRGSNYRYAGLGPTVLVCPATVMHQWVKEFHIWWPPFRVAVLHGTGSFSSNKEKLIAEIASCHGILITSYSAVRILQDTLHRYDWHYVILDEGHKIRNPNAGITLACKQFRTPHRFILSGSPMQNNLKELWSLFDFIFPGKLGTLPIFMEQFSVPITMGGYSNASPVQVQTAFKCACVLRDTINPYLLRRMKADVKANLALPDKNEQVLFCRLTQEQRQVYQSFLNSKEVFQILNGDMQVFAGLIALRKMCNHPDLFSGGPRLLRGITEEELTEEEHFGYWKRSGKLIVVDSLLRLWFKQGHRVLLFTQSRQVFAGLIALRKMCNHPDLFSGGPRLLRGITEEELTEEEHFGYWKRSGKLIVVDSLLRLWFKQGHRVLLFTQSRQMLHILEVFVRQNHYTHLKMDGTTPIASRQPLIARYNEDTSIFVFLLTTKVGGLGVNLTGANRVIIYDPDWNPSTDTQARERAWRIGQNKQVTVYRLLTAGTIEEKIYHRQIFKQFLTNRVLKDPKQRRFFKSNDIYELFTLVDPDEKQGTETSAIFAGTGSDVKAPQKSDRTHHSKHSKPQPNEIYANNRHSLLNSSESTCTLSQGTINGTTNAENHPNSTDAEPHLSCAQLKIDTGLKRSEKRKHCDSNKVKRHKSKKRKREKDARFEGQRISHLVKKRDYKRMDAEDQNKSDDYVLSKLFKKSVKRHKSKKRKREKDARFEGQRISHLVKKREYKRMDAEDQNKSDDYVLSKLFKKSGIHSVMQHDSIIESSNPDYVLVEAEANKVAKDALKALKVSRQRCRLASSRAPPPPARKRFGQKKNSLLVGTSVHTLPNSNKCKDAAIITKTQSKKLDSGAHFSGEVAESDLSSAPPSSCTLLARMRERNHLSLPSRSQREEQEDNDGEEDGAGSSRPAPSTEFDELLADLRNFVAFQARVDGQASTQELLEYFTPRLSVKQSPVFRELLRSICDFQRGSGEEGLWRLKENLR
>Chem5
MRVNPQLVCRIILLAACCVLNTDSTFVPGRCLCPETQAGVRGKLQELSVYPKNPNCDKVTVIVTLKSTNEPVCLSPAAPMGKQLIRCWNR
>Throm43
MCARRTTESEEKLCKAKENKWKLQQLDAICQKQPRDVVLRADIREGIHPEQQELKSFHIKEEVEDKHSPELLDIKGEDEPEPLHIKEKAHESPLIKEENNFMESPVTDCIRSSAQCDGEVHCDNGEDELGCECGFRPKYLTRIVGGNISRPGQFPWQVSLHFSSEHLCGGSIITSHWILTAAHCVFGFADPSLWVVHAGEVEQPVHGAQSLAVEQIIHHARYHPKGLDYDIALVKLTKPLIFNGFVEPICLPNYGEEFEEGTMCWISGWGATEDKGETSVVLRSAMVPLLSTKTCNKPQVYQGFISSWMICAGYLGGGIDSCQGDSGGPLACEDSSRWKLVGTTSWGIGCAIRNKPGVYTRITHSLHWIRQHMEVSV
>CDK-like7
MDVPGEEELGPIRLKSLKNKAFTVPKNDRFGMCRSVRGFEKLNRIGEGTYGIVYRARDTKSDEIVALKKVRMDKEKDANTDGAFLFVCVCVCXRHPNIVELKEVVVGSHLERATAKDCLESSYFKEKPLPCEPDLMPTFPHHRNKRAAPQPEGHSKRSKV
>BPTI7
MRGMMGSQSSPVKSYDYLLKFLLVGDSDVGKGEILESLQDGSVESPYAYTSGIDYKTTTILLDGRRVKLELWDTSGQGRFCTIFRSYSRGAQGILLVYDITNGWSFDGIDRWIREIDEHAPGVPRILVGNRLHLAFKRQVPTEQARAYAEKNSMTFFEVSPLCNFNVIESFTELSRIVLMRHGMEKFWRPNRVFSLQDLCCRSIVSCTPVHLIDKLPLPVAIKSHLKSFSMANGMNAVMMHGRSYSVANSAALGVTSCGSKANSIKRSKSFRPPQSPPKTSSSSSKGNLEHEGLCPNKLNTNLWVDAQSTCERECNVDEVQSEYFYHLPVAVVRFVLCEQDCADFEKCCTNVCGLNSCVAARFSDGTTAQPGDLGRGKGAAAPGSTATCDEFICSQQGATCDIWDGQPICKCRDRCEKEPNFTCASDGLTYFNRCYMDAEACIRGVTLTVVTCRFYLAGPNTSPLPQDTTAYPTPTSSQEDPMPPTLYSNPHHQSIYVGGTVSFHCDVIGIPRPDVTWEKQSERREKLVMRPDQMYGNVVITNIGQLVIYNAQVWDTGIYTCIARNSAGVLRADYPLSVIRRADDDFSEDPEMPMGRPFSPADCLADVDTRVCSGERHVDWYYDSKLGFCMAFSNGGCEDSRNRFETYEECKASCQREGVGICSLPLVQGPCKAWEVRWAWNSVIKRCQAFAYGGCHGNANSFGTLKECEANCPTPKKKPCKTCRVKGKMVPSLCRSDFAIVGRLTELVEDLDSGLARFSLEEVLRDEKMGLTFFNTKHLEVTIDKIDWSCPCPNITVEENPLLVMGVVQDGMAIIQSDSYVRAITDRRLKKLREVLVKKTCQTL
>PLA2-1
MTGSGSRKLATGLRQGRPQQGACKEGWVAFQTSCYLLSSTTATWSKAEQQCLSHAAHLVVVNGVEELDYLSEISEITYKYWIGLVERAHEGEWSWVDGTDYDKTPKFWDVDQPDNWAFRKNACVVSGARLPKALWQFADMIECAQPGVNPLKYSNYGCWCGFGGTGSPRDDLDMCCYVHDKCYERSRKIPGCTAIIDLPYVLVYDFTCSDNQVTCSAMNDKCQAAVCECDRIAAHCFERADFNPENKNLDPKVHCIN
>Neuropep6
MGDVAKIQQNVFTFPLSVSFQLTMGDVAKGKKAFVQKCAQCHTVEEGGKHKLTMGDVAKGKKAFVQKCAQCHTVEEGGKHKVGPNLWGLFGRKTGQAEGYSYTDANKSKGPKSFKVRRIEREGNPQNIRTHARRLKEGGGFQDEQSRRGRDSRGSASRRQRSSSSIMDVLKKGFSIAKDGVVAAAEKTKAGVEEAAAKTKEGVMYVGNKTMEGVVTGVNTVSQKTTEQANIVADAAVTGANEVAQATVDSVENAALSTGFVTVVSHDSFWQC
>Throm31
MTAVFLALTAALLWPSGGRSSFIQPFGDCARSRGSGASYRGAIDVTESGARCMNWSEVGGFTERHPGKGVGEHNQCRNPDGRIRAWCFFRNQRGRVDWGYCDCKQADAILAACEPPGSKRQIPGMTAVFLALTAALLWPSGGRSSFIQPFGDCARSRGSGASYRGAIDVTESGARCMNWSEVGGFTERHPGKGVGEHNQCRNPDGRIRAWCFFRNQRGRVDWGYCDCKQGSVRLQGGRSKLDGRVEVYLGGVWGSVCSDDWRDEDATVVCRQLGRGLSGRAHALPLSRPSMAKFHWRAVRCQGDEPDLLQCPKTMWNGGECSMSAAVTCTKEHVAVMLPIRLVGGQAMSEGTVEVFHAGQWGSICDDQWDDSDAEVVCRQLGLSGAARAWRQAHYGKSSGRVWLDEVRCTGNELTVEQCLKSAWGEHNCLHSEDAGVSCSPLTDGTARLVGGTGSNEGRLEVFYRGQWGTVCDDGWTDSNTQVVCRQLGYRLGQTLVPEGLDITPVPRFGVASGPILLDDVSCTGKEPSLLLCKREEWLRHDCTHHEDVNIACNAERLGDGLPTSIPVRLVGGESPREGRVEIYLSGQWGTVCDDGWNDRDAEVVCRQMGYSGLAKARVMAYFGEGTGPIHVDNVKCSGDERSIADCIKQAPGIHNCRHSEDAGVICDYGELQPGHREAKAPVNQICGLRLIHTRQRRIIGGENSLRYGNSTKQYKVRVGDYHSLVPEEYEEEYGVAQIVPHPSYRSHSNDYDLALVRLSPGAVGHTPGECVSFSRHVLPACLPLRKERALKQASNCHITGWGDTGRSYSKTLQQAPLSLLPRRQCQQYFQGAFTSRMLCAGSLQQERRVDSCRGDSGGPLVCERPGGGWVVYGVTSWGHACRTQQSPGVYTKVSAFISWIHKVMAHNEGKQRSQ
>CDK-like22
MGDEKETWKVKTLEEILLEKKRRKELEERTDTKHPNNISQSIVPQADARESKRETPEEGELRDQRMEITIRNSPYTRQDSTEDRGEEDDSLAIKPPQQVARKEKSHHRKEEKRKDKRHHRSHSAEGAGKHARPKDKERDRDRRKRQWEEDKARQDWERQKRREQARAHSRRERDRLEQQERQRERDRKLREQQKEQRELKDRERRADERRKEREGRRDVSSHHRMLPEEYGEKLKQSHRSRSPAHVPREKTEPGELRKLTSKEERPEVQDLLADLQDISDSERKTSSAESSAASRSGSEEEEGEEEESSSKTDGEEEEGEEEEEEDEEGEEEEEGESVSVSGSERSEQSAEEVSEEEQSEEDFAEEQENGNHILPVPESRFDHDTEESGEEMEDEEEEEAGDADPTPQSQTHSRTPTPEGNYIPDSPPISPVELKKELPKYLPALQGCRSVEEFQCLNRIEEGTYGVVYRAKDKKTDEIVALKRLKMEKEKEGFPITSLREINTIMKAQHPNIVTVREIVVGSNMDKIYIVMNYVEHDLKSLMETMKQPFLPGEVKTLMIQLLRGVRHLHDNWILHRDLKTSNLLLSHKGILKVGDFGLAREYGSPLKPYTPVVVTLWYRSPELLLGAKEYSTAVDMWSVGCIFGELLTQKPLFPGKSEIDQINKIFKDLGSPSEKIWPGYNELPAVKKMSFTEHPYNNLRKRFGALLSDQGFDLMNKFLTYCPSKRILSDEGLKHEYFRETPLPIEPSMFPTWPAKSEQQRVKRGTSPRPPEGGLGYSQLGGDDDLKDTGFHLTTSNQGASAVGPGFSLKF
>Throm38
MVAAVISDDSINRVFCVTVACSHRNVKKIASIDVSKKFSKLFDEHHGPRINHVKIAQCQCANGELYDIDDMDMSVFQVLNTLPDLRLIRFTVDVSKKHKKQWQNIKCRRIRCHDESSTFRKGEKQRISEENSKCRKGTLNCVADIFLVCGCGLPAYPPVPARVVAGVDVKPHSWPWQQVVHNRLEYELHEQNKPRQPFSLSTPPCHEQSHSGRHNYRVEVGKHSLKASEENSAARRAARIITHEGYNILLSRNDIALIKLSFPVVFSDTIMPSCLPPRHAVLPHDAACYITGWGRLSTDGALADILQQALLPVVDHDTCSHSDWWGVLATDKMVCAGGDGITAGCNGDSGGPLNCQNPDGSWTVHGVVSFGSGQGCNFFQKPTVFTQISSYLDWIDRVSNKYFKVNHFHQHSRRRLGLTKSLGFAKTSYWLVC
>Antipro1
CPRLLKVVPSHKGCACDQDCPENHKCCVFDCGAACVPPSFNKPGVCPRRKWGFGQCAEFCYDDSDCPNEEKCCSNGCGHECTVPYKVKPGRCALPQGTPMCAEYCYHDGQCPEEQKCCRTTCGHACSKPC
>BPTI16
MSVAKVVYSHAGLCPNELNPNLWVDAMSTCTRECESDQDCETFEKCCLNVCGNKSCVAARYIDIKGNKGPIGMPKGATCDKFMCSQQGSECDIWDGQPVCKCRDRCEREPHFTCASDGMTYYNKCYMDAEACSKGISISEVTCRYHLTWPNTSPLPAETTLHPTTALQTTLPVDVQSPAIHSSPAQQAVFVGETASFLCEVTGKPHPQITWEKQLKGKDNIIMRPNHVRGNVVVTNIGQLVIYNAQLQDAGIYTCTAKNVGGSVSSHFPLAVIKREARGKEAQGNNTNRPFPPAECLKSPDTDDCGEESISWYYESSRNNCFTFTYSQCNKNRNHFDAYDICMLSCGGELAAPCSLPSVQGPCKAYEHRWAYSNALKKCQSFVYGGCGGNENNFESKEACEGMCPFPKNHNCKECKPRSKMVASFCRSDFVILARVTELTEEQESGHALMTVEEILKDEKMGLKFFGKEPLEVTLLNMDWNCPCPNITVAENQLIIMGEVHNGMAVLQPDSFVGSSSARKVRKLREVSSKKSCNFFKELPGTQ
>CDK-like8
MAHGTSLQYERVAEIGGGAYGTVYKARDTESGRFVALKSVRVQTDHNGLPISTVREVALLKRLEQFDHPNVVRLMDVCATQRTDQETKVTLVFEHVEQDLKTYLEKAPAPGLAPERVKDLMKQLLCGLAFLHSNRVMHRDLKPENILVTSQGQVKLADFGLARMYSCHMALTPVVVTLWYRPPEVLLQSSYATPVDIWSSGCIFAEMFKRKPLFCGESEVDQLGKIFEVIGLPPEEEWPTGVTISRKHFPPFSARPITDFVPEINEQGAQLLLYSYWLLHCFDEIVCFMLWLVFLCSMFTGCLLVWFLAPSVLITTIPCVNQLASSSHSSCPVRSRCHDGVLHVWTGRREGATVLRSCVPMSQADNPQRRTTYLISLTLVKVEALPEDVAGKQVEKEGEGSPKESEEVRHAPKEEEVRAGPQASDKESTQAGEEVEQVQVKYGSPNEKWIKAERRDQKDVPIAKSKDAAPVHPSLRQMVKVYSGGSFETTVRREGPRSDASRPKTELYREPPRLFPKGENGAELNNRSRCSLPFSVPPQVSQRPEVLMRPHTGANTACWKEAREANNSLYHSAKTLERRDNRIGDQSPLMAATTLGPYRASWADSDGRGTLIRPAAPLSGGYSGIMNRENSHEDRFKVSLVTPVTCDVNRPPRKTTSRTLDNSDLHCQGGTIHRAPVRDRKMLKFISGIFSKSAAVPPNVSTASALYPAADRGSSEEEAACTSSQEWTITQTVQELHLAVLGGLCSGKSALVHRHLTGSYLSLENAEGRQYIKDVLIDGQSHLLIIREETELPGAQFASWLDAVILVFSLENEASFQEVYKIYHQLAVYRPVTEIPFVVVGTQDKISSSNPRVIDDARARQLCSDVRRCTYYETCATYGLNVNRVFTDAAQKIMAAKKQAALLASCKSLPNSPSHSGGSTPVSGVYPGQASNGGQSSDYSSSLPSTPVISHKEIGRSARGEKQDSGTPGSVRSATRRRTARFSGRRGSDSARRSADCKGDVGSGRFIPIKQGFLLKRSGNSLNKEWKKKYVTLSSDGILSYHSNVNDYMLNTPGKEMDLLRVTVKVPGKRPPRAVPTGGPPVGLKDVQGPEGASLVPVSASSLLQADDMEGLGGALFLRSNRGVQRCSSNVSNHAQSVDSAVEGVSSSSSTKDVGSTSPVEDRKKHRRKKSMNQKGDATIGQADDEENNDFVIVSSSGQTWHFEAQSVEERDSWVQAIESQILASLQLCESSKNKARKNSQSEAVALQAIRNAKGNGFCVDCDAPNPTWASLNLGALICIECSGIHRNLGTHVSRVRSLDLDDLPRELTLVLSAIGNHMVNCIWEARTMGHRKPPPDATREERESWIRAKYEQKLFVAPLPPPTPNEGPDITLSGRLLLAAMEHNLPKLLLLLAHCTKEDINGPPSMALSSRSLLALRLPGSALHAACQQANVVMTQLLVWYGCDVRYKDAQGQTALTLARMAGSQECADILLQYGCPNESAPSAATTAGFTSAANPGFPVAMTPNLTVATTLRISHRGGGGGGAASFSYSTSRKAVS
>CDK-like1
MDSFQKVEKIGEGTYGVVYKAKNKNTGETVALKKIRLDTETEGVPSTAIREISLLKELSHPNIVKLHDVIHTENKLYLVFEFLNQDLKKFMDSSTVTGIPLALIKSYLFQLLQGLAFCHSHRVLHRDLKPQNLLINAQGEIKLADFGLARAFGVPVRTYTHEVVTLWYRAPEILLGCKFYSTAVDIWSLGCIFAEMVTRRALFPGDSEIDQLFRIFRTLGTPDEATWPGVTSMPDYKPSFPNWARQDLSKVFPLLDEDGRDLLREMLCYDPNKRLSAKNALVHRFFRDVTMPLPHLRL
>Throm4
MMSLSCVFVNSTPTFTLRIFLGRQTQEGTNDNEQARGVAQIILHEDYNPSTNDNDIALMRLSSPVEFTTFIRPVCLAAQGSDVPAGTEAWVTGWGTVDSGIPLPSPQALQEVTVPVVSNSDCNDVYGIITSNMICAGTESGGRDSCQGDSGGPLVSKNATRWVQLGVVSFGRGCALPDIPGVYARVSQYQTWIRDRITGDQPGFVDFVPGTTTTGGATLVFLSAPLLLTLLPTIFTSLVLM
>CDK-like13
MEKYEKLAKIGEGSYGVVFKCRNRDTDQIVAIKKFVESEDDPMIKKIALREIRMLKQLKHVNLVNLLEVFRRKRHLHLVFEFCEQTVLNELEKHPRGVPEAQLKSIVWQTLQAVNFCHKHNCIHRDVKPENILLTKTGVIKLCDFGFARILTGPEDDYTDYVATRWYRAPELLVGDTQYGPPVDVWALGCVFAELLSGSPLWPGKSDVDQLYLIRKTLGDLIPRHQQVFRSNVFFSGETLEKRFSGSSPLALQVMKAQYLPQLTNSNMSPAPDVKKPAKHKYHLPNI
>CDK-like19
MQKYEKLEKIGEGTYGTVFKAKNRETHEIVALKRVRLDDDDEGVPSSALREICLLKELKHKNIVRLHDVLHSDKKLTLVFEYCDQDLKKYFDSCNGDLDPETVKSFMFQLLKGLAFCHSRNVLHRDLKPQNLLINRNGELKLADFGLARAFGIPVRCYSAEVVTLWYRPPDVLFGAKLYSTSIDMWSAGCIFAEEQWQTMTKLPDYKPYPLYPATTSLVNVVPKLSSTGRDLLQNLLKCNPVQRISAEEALQHPYFADFCPP
>CDK-like20
MQKYEKLEKIGEGTYGTVFKAKNRETHEIVALKRVRLDDDDEGVPSSALREICLLKELKHKNIVRLHDVLHSDKKLTLVFEYCDQDLKKYFDSCNGDLDPETVKSFMFQLLKGLAFCHSRNVLHRDLKPQNLLINRNGELKLADFGLARAFGIPVRCYSAEVVTLWYRPPDVLFGAKLYSTSIDMWSAGCIFAEEQWQTMTKLPDYKPYPLYPATTSLVNVVPKLSSTGRDLLQNLLKCNPVQRISAEEALQHPYFADFCPP
>Histone38
MSNDISKKRGKSSGEKRAKKKVKRKETYAMYIYKVLKQVHPDTGISSRAMSIMNSFVNDLFERIATEASRLAQYNKRATITSREVQTAVRLLLPGELAKHAVSEGTKAVTKYTSSK
>Transfe1
MAKKAPVFTCVKRSDSLGCIAAIHEGIADAITLDGGDIYTAGLENYKLHPIIAEDYGAGSESCYYAVAVVKKGGAFGLRDLRGKRSCHTGLGKSAGWNIPIGTLVKLDVLKWGGIEDESIESAVGKFFLKSCAPGAEKGTSLCQACKGDCSRSHNEPYYDYGGAFQCLVEGAGDVAFVKHLTVPAVVLSAPPENVRWCVKSEKEHEKCVAMAKKAPVFTCVKRSDSLGCIAAIHEGIADAITLDGGDIYTAGLENYKLHPIIAEDYGAGSESCYYAVAVVKKGGAFGLRDLRGKRSCHTGLGKSAGWNIPIGTLVKLDVLKWGGIEDESIESAVGKFFLKSCAPGAEKGTSLCQACKGDCSRSHNEPYYDYGGAFQCLVEGAGDVAFVKHLTVPDNMKADYELLCLDNTRAPIDDYKNCHLARVPAHAVVTRNDPELTELIWNSLNSVQGFDLFSSEAYAPAKNLLFKDSTQKLVRLPANTNSFLYLGASYLGIVRSLSKDVTAARSNAITWCAVSKIELRKCDKWSVNSLEDGENIILCQSAPTVEECMKLIMSKNADAMAVDGGEVYTAGKCGLVPAMVEQYDEAKCSQSGVSASSYYAVAVVKRGSGVTWDNLRGKRSCHTGFGRTAGWNIPMGKIHKQTGDCDFSKFFSSGCAPGSPPDSPFCSQCVGSGKIVDDKAKCRASAEEKYYGYAGAFRCLVEDAGDVAFIKHTIVAENSDGNGAAWAANVLSGDYELICPNKDPVPVSDFESCHLALTPAHAVVTRPESRKAVVDILLKQQERFGKDGSDSNFRMFESAPDKNLLFKDSTKCLQKVPSTNDYKSFLGPDYVDAMISLRECSDATPGKFFSSGCAPGSPPDSPFCSQCVGSGKIVDDKAKCRASAEEKYYGYAGAFRCLVEDAGDVAFIKHTIVAENSDGNGAAWAANVLSGDYELICPNKDPVPVSDFESCHLALTPAHAVVTRPESRKAVVDILLKQQERFGKDGSDSNFRMFESAPDKNLLFKDSTKCLQKATYGPGQPQSLVFATPPPPQMNSAPQPRQGYYSNRPTMATSAPRVQTSSVSRPVGPPHVYPPSSQMMMIPQQQLSFPGSPQGYFLPPGQYRAPFMTPTQQYPVTSGTAGFYTGTSPAEYSGYEPSLAARERRGGGGRGGGRENGRLSLHGAPLTSQRYPAAAYYPAQPQYSPSVQPAQVIINPAQQQQPAPPPQQQPAPTQGPPKRERKPIRIRDPTQGGRDITEEIMSGGRSTTTPTPPQANVTEAGLAQTNGEVIPPVAAVSSRDDIVEHVASVETPPPPPTTNPEPALESAQEADNQNVPAAQAEPVAPDLVPEVLAQVVEEQPVPAVLPAVTSASSTVEVEMDTNVADAVDAPVCPSPSTAQEEEPQAAPAPCENVPENQVEEMQLAEETEEPVEVAAVEPIAELAKVIAPVTTETEEIPTKMATEAPPVSVQEPIAPLTPNAAAEPEPEPKPQPTPAEPAEPPLSNGLPQDVQELGEEDITPCDQPDAFQSQESPPVAKTAASVVEDVDVKEKEVVAMKEKKEEVVKVAKSEEVPPVAVNCPTEESAMHAATSVPKKRRNMKEINKKEAIGDLLDAFTEEQDAKPAAEPSSAQADPVPVAPAEPPAEVVDETWEEKEDKQNAEPESKAESADKKYQYKEEQWKPINPEDKKRYDRKFLLGFQFISASMNKPEGLPVISDVVLDKVNKTPLRPADPVRVQDFGPDFTPSYLGNLGSRSVGGPRGPPPGPRRSQQGQRKEPRKIITSMSLNDDVQLNKAEKAWKPSAKKGPRNRGEEEVTAVTDEDLTPEQAQTQEILKRLRSILNKLTPQKFQELMNQVKELTIDSEERLKGAIDLIFEKAILEPSFSVAYANMCRCLSGLKVPTSDKPGYIVTFRKLLLNRCQKEFEKDQDDDEFFDKKQKEMEAAKDDEVRERMRVELEEARDKARRRSLGNIKFIGELFKLKMLTEAIMHDCVVKLLKNHDEESLECLCRLLSTIGKDLDFEKAKPRMDQYFNQMEKIIKERKTSSRIRFMLQDVLDLRRCNWVPRRGDQGPKTIDQIHKEAEMEEHREHIKVQQQLMSKKDTGGGGGGRMGGGPGGRGPHTPGGGRGSVPQDEGWNTVPITKRPYDTARLKITKPDNPDLNNQRLAPSGKGWGKGSSGGMGVKTATGDQDSGRSTTSTVNRFGALQQSSSLSSDSDRRAPQRSSSSRERGGDRDRADQDRDRFDRFDRDDRNSRSQNTKRSFSRETEERGGRGGDNKPTNEPVRRVASMTDSRDRGSRDRGSRDRGSRDRGSRDRGPSKDLPAKRETAPAPSLPKPALTEEEVEKKSTAIIEEYLHINDLKEALQCVAELNSTALLYVFVRQGMESTLERSTSAREHMGMLLHKLTSSGTMPAPQYFKGLLQILEVAEDMAIDIPHIWLYLAEIITPMLLEGGIPMRQLFGEIAKPLLPLGKASVLLVHILHLLCKGMTRSKVGALWKEAGLNWSDFLSKNEDVNKFVTDQKVEFTTGEEQESKESTKKSLSADELRQELDRLLRDKASDQRIKDWVEANLDEQQSSSNQFLRALMTAVCQLAITGDPYKVDVPLINNRAALLQSFLSDEQKELQGLYALQALMVHMEQPAYLLRMFFDVLYDADVIKEEAFYKWESSKDAAEQNGKGVALKSVTAFFTWLRESEEESDKE
>Lectin17
MTVKYQTSTETEMDIDDGNGGYKHLIMNGGKLKYSVYALRNSPFRAATLILGLMCVALVTGVIGQSVHYWKVGKDNQRKLEVVGGEKDKLQSQLKTVQNEKKNLEVNHEHLQQSYNFISKRTNQIQTNNNLLKSEANQLKDSQSKLQASNAALKKDLEKLTSSQEQLKTNNDALSTARDLLQKKYESMGQSKNVLQANYDSVIKERDNLQNKFNNVTRSKEKLQMSYNVLIKDIEHLQERYTSSSNERDTIASSHQNITLEKENLQAIYTTLAKATDELMASYNSTVEEKKFLESRLKNVTAERDLQRVEISNMSAEVDQLRATVTRLNATIKDKVCQSGWKKFENSCYFSSTSKKTWYLSRNYCQGKGADLVIINSQAEMVFINGLFSSNKEVWMGLTDEGVEGQWKWVDGTELTLKYWADGQPNSYNGNQDCGEFWYRSSGNAEWNDEKCSSQRYWVCEM
>Throm42
MAVLWILSCFALVSAAYGCGTPAIPPEVTGYARIVNGEEAVPHSWPWQVSLQQSNGFHFCGGSLINENWVVTAAHCNVKTYHRVVAGEHDKGYGSNEAVQVLRPAKVFTHPRWNPRTINNDIALIKLSSPARLGTNVSPVCLAEAADDFAPGRTCVTSGWGLTRYNAPSTPNKLQQAALPLLSNEQCKRHWGSNISDVMICAGGDGATSCMGDSGGPLVCEKDNAWTLVGIVSWGSSRCSTTTPAVYARVTELRAWVDQTLASN
>Throm54
MTRCFLPAADFPEFHVSKLSRPLIACASVATPRPPLSSNRAQMRPDKRPAFVGRRHAVAMAFLWILSCLAFVGAAYGCGSPDIPPVITGYSRIVNGEEAVPHSWPWQVSLQDYTGFHFCGGSLVNENWVVTAAHCNVRTSHRVVLGEHDRSSAEEDAQVLRVGKVFKHPRYNGFTINNDILLIKLASPAQMNMRVSPVCVARAGDDFPGGMKCVTTGWGLTRHNAPDTPALLQQASLPLLTNEQCRRFWGSKISNLMICAGASGASSCMGDSGGPLVCQKEGAWTLVGIVSWGSGTCTPTMPGVYARVTELRAWMDQTMAAN
>Defensin2
MKGLGLVLLVLLLLFAVVEGNDPEPQYWTCGHRGLCRRFCYAQEYMIGHHGCPRRYRCCAIRF
>Histone10
MSGRGKGASKTRAKARTRSNRAGLQFPVGRVHRLLRRGNYAERVGAGAPVYLAAVLEYLTAEILELAGNAARDNKKTRIIPRHLQLAVRNDEELNKLLGGVTIAQGGVLPNIQAVLLPKKTGQSAPSSGKGGKKASSQSQEY
>Lectin1
MPENRYTPGGSRCVSEQGRMFGVHCRNKQARKEELGSVVGPGRTCDVMPPCGLQNLLALLLLLHAVSHGLSDADPVVSMHKVTYHSISEEMSKTVVLPCLFSLRPGAIPSHEPPRVKWSKVWGQQGSDGSRKEQSILVAKDNVVKVKKAFQGRVSLPGYSDNRYNASLALTGLRSSDSGLYRCEVVMGINDERDTVPLEVTGVLFHYRAPPDRYALSFADAKRVCAENSAAIATPGQLQAAFADGYENCDAGWLSDQTVRYPIQSPRPGCYGDRDDSPGIRNYGNRFPDELFDVYCFAKRLQGEVFHSTVEEKLNLATASTHCHSLGAQLATVGQLYLAWQAGLDQCDPGWLADGSVRYPINVPRRNCGGDEPGVRTVYSNPNRTGFPDTTAMFDAYCYRAHQPADVQAAEALAPLHAKIPSAQTGSPLSRTQMGAPLPKTATRTDLTDLNEAITNDSSDISDEHVVIHLSPSQGWDNQQDGAPTGRSRPAEPDEMKTSNAPTEQESHGGSAQEEVDASFDTLPSAASTTSQPHTSKSMLTDFVNTLMKPFKYWAGSGMGQTSNRSQTLSSQASENKGGSDNAITEHGSHDSPSRLLHASGLQSAEDGLSEQEKEEMPLFPVLSAVHNGRKIESTTQQEGKFANSGITAVDPESHTSPNERVKFPKGSPAWAIKSLRRFRVGFPRNVARSHTWDPLEAKSGLLEIITLPDSFRQDTVENYSGEGRDQVGDEAQTTTATGTDQKKEVEGSSEGNSFLSNFANTVPSSPESEPSLHQSQSELVTVAELTTSSRWQLVAQPTTATLPQTAEEARGEIIYVHRPADNLSSASSLSQRGESGSNGGFTPVIKKQRKGAGRKPGRGAAKLVTSTPESLMDVLTTTEITTAHFLTTTDTPSTDPATAAVTTELSSKSYSAQEPSISVSWIEETTSNAEGNFSMESSTTTASQLTSVVSDSKDAVTEVESRLAVSESFVFGSHWIPSKGSSPKFEDHKTPTVTDSKGAKHPFGVLVPNWAFVPPVESNPCQTNPCLHGGSCLQEGDGYSCYCPQGFSGESCEIDTEGCEHAWRKFHGHCYRYFSRRHTWEDAEKDCREHSGHLASIHSLAEQNFIGGISHDNTWIGLNDRTVEDDFQWTDKMDLQYENWRSNQPDNFFAGGEDCVVMIAHENSKWNDVPCNYNLPYVCKKGTVLCGAPPQVDNAFVVGRKRSHYDIHSTVRYQCVDGFQQRHVPTTKCRANGNSDRKKHSHVHTSDKPYNCKVRGCDKSYTHPSSLRKHMKVHCKSPPPPSSGYESSTPSLVSPSSDPGREPPPPPAPPPPSGGGPTPTPSSHPANLSEWYVCHSSGASGAHSGPSTPDSATEDDGPPYRERDPRDNL
>CDK-like23
MQREKNNNSGGAEKPDREAAIMSKYYDGVEFPFCDEFSKYEKLAKIGQGTFGEVFKAKHRQTGKKVALKKVLMENEKEGFPITALREIKILQLLKHENVVNLIEICRTKATQYNRYKGSIYLVFDFCEHDLAGLLSNTNVKFTLAEIKKVMQMLLNGLYYIHRNKILHRDMKAANVLITRDGVLKLADFGLARAFSLAKNSQGNRYTNRVVTLWYRPPELLLGERDYGPPIDLWGAGCIMAEMWTRSPIMQGNTEQHQLTLISQLCGSITAEVWPGVDKKYELYQKMELPKGQKRKVKDRLKAYVKDPYALDLIDKLLVLDPAQRTDSDDALNHDFFWSDPMPSDLKNMLSTHNTSMFEYLAPPRRRGHMPQQPPNQNRNPATTSQTEFDRVF
>Throm58
MARTSFCDSKPLLDLHMADERRGLIRTLPTVFGPADCWQPVEVSESRLVPAKREPGPRWVSALPSLYTDRILSAKMNSIFAGFSDEVWTLSSASISPAKADGFLEEPLRLYPRSLERFPGLQALVPSLLRHEVEIALEKLDLTWDRTFAWEMFLDMMRSQTWHSLPNAELPRHFTDATLAVLVDWLVQVHELMHFQEETLYLAIHLLNRSLRQVKVTTATLQLLGIVCLFLAAKKEECLLPEVSGLCYLMDHAYTKHQLLRMERKVLTGLKFNLSYCPPLHFLLLLASISRCSAKMVWMARYLLELSLLEGRCVVFLPMQLAGAALCLARQVLQEPLTPEGEAAWCLASGIHAGSETVLLRIMQILAAAAARALAQETCATFIKFSSPETMHMVWVALLKVVSPGEEKEASMVKEELVMGERSSPPASSKYAKEKSNNSTLRAMRQNKDSDDCSERGCRCSSEKDSGYSDNGADWQQTDADQQSNKHQAREAAGVLRFGQSQDCGKGKPGDPKWMPRGQAIQPIYILNHRALKQTEAIPKSGWRFWNKSSSDVGVSDGAHRIFFQQPSLMPAALQIHKPFSQKNSTSGNKVTPYRPILDSYPRLAPHPSKKPPDKSALSDGVQNFSKRVCTEQKGDLEPIARSQQPAISTLRQPASSSSSPTREPSNSAHRSPPTSALTNGGPQRSNRHRRFFNTADVLRQSGLLDITLRTKELLRQSNATEREIAELRWHTELLCQAACSSPNGPSTWQRVYRTMADSNRYADLQHLRLPAHWESACRLESAANEASQRRDPSARLSETQRQNCVCVEPRREFLSRETSPENVTFVPPDSSTAEAEHVVSLTQTFGSFQSPNFPATYPDNMRHRWDIRVPDGFRVRLDFSHFDLEPSDMCQCDYIRVEAGGGASDVGGSSIMGVFCGGKSQDPDSAPGPEPLGASGNIVSVVFSSDFSNQQNFSGFQAHYSAVDVDECVEGVDENDACDHLCHNYVVECSGLVFSERVGSLSSPDFPSPYPKRSECSYVIQVSPGLKLRLHFDDPFDVEDHPQTLCPYDYIKIRAASKEFGPFCGGKSPGVIQTDSNIVAILFHSDHLGENVGWRMTYTSEESQCTSPVHGANATVIPLQPEYSAGDRVRVSCLPGFMLIKDGERMDADFEMHCQQDGTWDTALPVCQSKREYGCSPDVPRGAELPSCMHACGRPSRPLAVQVKRIVGGRAAEPGNFPWQVLLSVEDSSRVPSERWFGSGALLSDTWILTAAHVVRSRRRGTHVVPVAPDHIKVLAGTVDVRDKWASAVLAVSRVLVHPDFCPSDFDNDIALLKLSTKAELNRVVRPVCLPPPPQSDASAPPPRSLGVVAGWGVSHPDTTSDLLQFVRLPVVPQDECRASYAARAGGYNVSDNMFCAGFYEGGRDTCLGDSGGAFVAQDPVSRQWVVFGLVSWAGPEECGSRRVYGVYTRVNKYLKWIQRHLAVVP
>Histone44
MHLNAAMYAANASVHSYPDVMAEVAPAPATPAKATKKKASKPAKKRVGPSISELIVKAVAASKERNGVSLASLKKSLVASGYDVDKNRYRVKIAVVGLVNKGTLLQTKGTGASGSFKMNKKAEGKTKAPAKAPKKTPTKAKKPAAKKATPSKKPKTTPAKKAAAKKSPKKPAKASTPKKAAKKPTKSPKKATPTKKAPAAKKTPAAKKSPAKKKYGLDVGQHAALSDGHSAQKFVELLVVSYGQLQKSCTMARTKQTARKSTGGKAPRKQLATKAARKSAPATGGVKKPHRYRPGTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFKTDLRFQSSAVMALQEASEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRGERA
>Histone36
MPEPAKSAPKKGSKKAVAKSVSKSGKKKKRTRKESYAIYVYKVLKQVHPDTGISSKAMSIMNSFVNDIFERIASEASRLAHYNKRSTITSREIQTAVRLLLPGELAKHAVSEGTKAVTKYTSSK
>Histone1
MSGRGKTGGKARAKAKTRSSRAGLQFPVGRVHRLLRKGNYAQRVGAGAPVYLAAVLEYLTAEILELAGNAARDNKKTRIIPRHLQLAVRNDEELNKLLGGVTIAQGGVLPNIQAVLLPKKTEKPAKSK
>BPTI12
MFLSLESVLLAAALACVWAQDLRDDRRAKSRTKTMAVNIYDGQAIIDEDCSLELAFLLDSSESAKDNHEQEKQFTMNLVDRLKGLKLATGRSLSLRVALLQYSSTVITEQRFNDWRGTENFKNRITPIVYIGHGTYTTYAITNMTKIYQEESSPGSIKVAVLLTDGSSHPRNPDIFSAVAEVKNQGVKFFTLGITRTANEPSNVAQLRLLASSPTSDFLHNLQDKDIVEKMATKITDLADEGCPLAQNCACEKGERGLSGPAGKKGRPGEDGAPGLKGQKGERGECGTPGIKGDRGPEGLIGGRGLRGLQGLPGPHGDIGPEGPQGKQALVHTVHQDLKGHKVFKGKRDQPVRVFLAQRGIEGSRDRGDQEDNRGELGPPGPPGPTGLTGVGIQGEKGVEGPRGPPGVRGIPGEGLPGPKGDQGLPGEQGSPGERGIGEAGPKGEPGSAGLGGLPGLPGEDGAPGQKGEPGLPGSRGSEGLPGIGTQGEKGDQGLRGIRGLHGPPGISGPSGPKGDLGPTGPPGPIGETGLGLPGPKGDIGFRGLPGLPGPPGEGIQGPPGNVGRAGPPGPNGPPGEGIQGPKGDPGSQGMTGPRGPRGDGFPGAKGDRGSQGERGMKGAKGDLGDPGLPGEAGKTGTKGDAGLTVSSFASVSDCSDKLYRFGSNTVGFVFQREDIIKLIKEICGCGVKCKERPMELVFVIDSSESVGPDNFEIIKDFVTRLVDRTTVGRNATRIGLVLYSLDVHLEFNLVRYINKQDVKQAIRKMPYMGEGTYTGTAIRKATQEAFYSARPGVRKVAIVITDGQADKREPVKLDIAVREAHAANIEMYALGIVNSSDPTQAEFLRELNLIASDPDSEHMYLIDDFNTLPALESKLISQFCEDENGAVIYNRIANGHWNGNNGVGIHGNNGYGQNSNGFNDGYGTTKNEVNGNGYQEEVTNVRRANSHGRGDTFTLPISADPLPIQVEEDEDGEDLDLRAHVRASGSVVVVNKTLSLPRAKESTVSKEAVLSSKSSSSSSSSSSTSTAGSSSSNSNQLQPVVSPVLPEEVALRDPRCNLGLDQGTCRAYNIRWYYDKQANSCAQFWYGGCAGNDNRFETEDECRKTCVILKTASNHSCFIIDDKNKTKGSSDHISNMASVLDALWEDRDVRFDITAQQMKTRPGEVLIDCLDSIEDTKGNNGDRAVGYNSIINITTRTANSKLRGQTEALYILTKSNNTRFEFIFTNLVPGSPRLFTSVIAVHRAYETSKMYRDLKLRAALIQNKNLRLLPREQVYDKINGVWNLSSDQGNLGTFFVTNVRIVWHANMNESFNVSIPYLQIWSIRIRDSKFGLALVIESSRQSGGYVLGFKIDPVDKLQDALKEINSLHKVYSANPIFGVDYEMEEKPLPLEEVTQEQPPDDVEIEPDDQTDAFTAYFADCNKDDAEGEEAKLPGYLNDTRRYGMFAKDLVLMINDTAAVAYDGQENECFLAAMTEQIPRNHVSLVSKKNNLYVLGGLFVDEDNKDNPLQCYFYQMDSLGGGWIALPPMPSPRCLFAMGETDNLIFAVAGKDLESNESHDTVMCFDTEKMKWSETKKLPLRIHGHSVVSENGLVYCIGGKTDDNKPTDKMFAYNHKRSEWKDVASMKTPRSMFGAVIHKGRIIVAGGVNEEGLTAACEAYDFSTNKYEDDKKEWTGMIREMRYAAGASCASMRLNAARMAKL
>PLA2-3
MNTLNALLLLALSLSVAQSLDYRALNQFRKMILCVMPDSWPVLDYADYGCFCGKGGSGTPVDELDRCCAVHDQCYSDAMQHPNCWPIFDNPYTELYHYSCDKEQKKVTCGSKNDKCEMFICECDRKAAECFARSPWNPEHEHLPSHMCE
>PLA2-4
MNTLNALVLLALSLSVAQSLDYRALNQFRNMILCVMPDSWPVFDYVDYGCYCGKGGSGAPVDELDRCCEVHDKCYDNAMQHPNCWPIFDNPYMEFYDYSCDKEQKKVTCGSDNNECEMFICECDRKAAECFARSPWNPEHEHLPSHMCCEVHDKCYDNAMQHPNCWPIFDNPYMEFYDYSCDKEQKKVTCGSDNNECEMFICECDRKAAECFARSPWNPEHEHLPSHMCE
>CDK-like15
MNASVDLSRRNPQEDFELIQRIGSGTYGDVYKARNVNTAELAAIKVIKLEPGEDFAVVQQEILMMKDCKHSNIVAYFGSYLRMEYCGGGSLQDIYHGDTHILIVYVYVMSSLLLSDLSLSSLYFFIPPPPVVTGPLLESQIAYMSRETLQGLYYLHNKGKMHRDIKGANILLTDNGYVKLADFGVSAQITATLAKRKSFIGTPYWMAPEVAAVERKGGYNQLCDIWAVGITAIELAELQPPMFELHPMRALFLMTKSNFQPPKLKDKVKWTDNFHHFVKVALTKNPKKRPTAEKLLQHPFVSQPLSRTLAKELLDRAKNPDHNNYNDFDDDDPEPESPVSVPHRIRSTSRSTREGKTLSEINFGQVKFDPPLRKETEPHHEPDLQLEYGHESPCLLGGNKGHVAHLGDDEDEEDDGADDDETHTQSLLKSVEEELQQRGHVAHLGDDEDEEDDGADDDETHTHKMNTILRPKVPPPLPPKPKSISSPQPKQDDSQSHSEDDGGGGGTIKRCPAPQTASPAKPASNVPPRPPPPRLPPHRRSSLGNETASERLDADTCAPEDDGSFRHFWEWLHTPHTEEELEEAWEVLKEVKEEQEKENEDERNGLSASHNGERNSPADRQQSTMPPSVPIRKDKKDVPMPSSNGLPPTPKVHMGACFSKVFNGCPLKIHCATSWINPDTRDQYLIFGAEEGIYTLNLNELHETTMEQLFPRRCTWLYVMNNNLLSVSGKASQLYSHGMPGLFDQARQLQKLPVAIPTHKLPDKMIPRKFAVSTKIPDTKGCQKCCVVRNPYTGHKYLCGAFQSHVMLLEWVESMQKFMLIKTIDFPLPCPLEVFEMLVVPEQTYPLICVAVSKGSELNQVVRFGTVNPNPNATSSWFTETDTPQTCVIHVTQLERDTILVCLDRCIKIVNLQGRLKSSRKLSAELTFNFQIESTVCLQDSVLAFWRHGMQGRSFKTNEMTTEIPTTEASLWQGIPDSLLGLLRPADIEHFGLLERKVVVLESRPTDNPTAHSNLYILAGHENSY
>Neuropep3
MSQRSGPHLLLLFALFSVLYSRTLSLPYASMRPTRHADGLFTSGYSKLLGQLSARRYLESLIGKRVNDELMDEPVKRHSDAIFTDNYSRFRKQMAVKKYLNSVLTGKRSLENAVTSDQEESRDDPDTFHESYDDINVDHLLNNLQLVCDTRRVKRVPLLQVNCLNCRFC
>Throm12
MHQATCKDGVSSYTCECRNGFIGVHCEIDLLKRCDLNNGDCGHFCEPMGIIGGKCYCAEGYKLMRDGMSCEPEAEFPCGRTALMRTARSPTLSVNPDELYPLHRIVGGASVIPAEIPWQAALVDIKEKEVFCGGSVLSAWWVITAAHCLAEAPGAFVVRVGEYNIKRKDNTEQDLQVSQQHMHPLYNPRVNPYDHDIALLHLQRPINFSIDVRPICIGPKAFTEALVKRASPATVSGWGRTRYLGLPSNTLNKVEVPYTSRAECKRTSSVSITPAMFCAGYYNEAKDACQGDSGGPHANKLNNTWFLTGIVSWGEECAKYGKYGVYTRVSLYVNWIHNMTHGLDQHHEEMSDFEDSIEWLKKQQ
>CDK-like6
MDGLSRWMRRCCCGEVEEDEGGKDPWKGVEEEEEQVEVFKMEERTVKKSNSSSSLPVSELNPDSGPQPHWFHTLQMRRLRVQRDRSNSDPWSQTNCQNPFFWKPGLQFGTANSYVSLEKLGEGSYASVYKGISRINGQLVALKVIQTKTEEGMPFTAIREASLLKGLKHANIVLLHDIVHARDSLTFVFEYVQTDLAQYMNQHPGGLHSHNVRIFMFQLLRGLSFIHQRRILHRDLKPQNLLISYLGELKLADFGLARSKSVPCQSFSSDVVTLWYRPPDVLLGSTDYSTALDIWGAGCIFVEMLQGAPAFPGVTDVFDQLQQIFMVLGIPSEDTWPGVNRLPNYHSDWALPSKLKPIRSVWKRLSRLPCKTEDLVQRMLTLAPADRIPAPDALLHSYFNTLPPLVMHLRDTVSIFKVPGVHLETEFRDTFAPGGRVRPSLLPVAKFW
>Throm1
MVGSAAVLLLFLVQGCLAEHVFLDSQQASEVLIRMRRANQMFEEVKPGNLERECYEEICDHEEAREVFEQPDKTDLFWQKYQAHKLSSDCKGTTLERTQSNIDAVKNCITGQCISSKGLNYNGDIHITKSGRLCQRWTSGFPHPIIREFNASEPDSILKENYCRNPDGQDEGPWCFTQDPMVPKETCRVPIWETFVPTTVAPAPKSAGDCLLENGVDYTGDLAVSLGGHACLQWSLPEVKKLSQGKDFLPDVSLVDNKCRNPDNDPEGPWCYVDVSGNVTVDYCNLQLCEEELIDYDSPPESEGRERSVHAPARKAFFNPRTFGQGETTCGMRPLFEKKNIEDANEKELVESFQQQRIVGGRDAQVSSAPWQVMLYKRSPQELLCGASLISDQWILTAAHCILYPPWNKNFTTKDILVRLGKHNRAKFEWNIERIVAIDKIIVHPKYDWRVNLNRDIALLHMRRPIAFTDQIHPICLPNKKVAKMLMNAGFKGRVTGWGNMKEAWSPSERALPTVLQQIHLPIADQSTCKRSTSVRITDNMFCAGYKPEDSERGDACEGDSGGPFVMKHPAENRWYQIGIVSWGEGCDRDGKYGFFTHVFRMSRWMRKVIENSDDDE
>Throm10
MDPLETGQKFSPRQDLDLDPSLQFLPAPDAKKLEKRAVPHRKLWVAAGLVSAAAALSLLTGMLVWRFHLHRDGAQKRIYVGSMSIGNQRFLPAYEDPGSEPFVKMATLVSQQLKVIYDTKAPLGKYFQRSSVEAFSDGGGDSVTAYYRSEFSVPAPQQASADMAVQSLQTAAGSPQSRQGRVLLKPQRWLNVDAVVTQVKKSFDVHVREGGVIRSPGFPDSSYPSNIFLQWRLRADAAHRVRLDFQKMILEDDCQHDFVRIYDSLAPIEENTIAEHCGLPRRSLSFVSSGNVMLLTLVTNEEKNFPGFVANFSQVSLAPPDCGGTLSGDVGVFSSPYFPSSYPPQTSCMWNIQASTCYSPLQLGDQSFQVYFDGGGDSVTAYYRSEFSVPAPQQASADMAVQSLQTAAGSPQSRQGRVLLKPQRWLNVDAVVTQAIDPRMTSPSLLVKKSFDVHVREGGVIRSPGFPDSSYPSNIFLQWRLRADAAHRVRLDFQKMILEDDCQHDFVRIYDSLAPIEENTIAEHCGLPRRSLSFVSSGNVMLLTLVTNEEKNFPGFVANFSQVSLAPPDCGGTLSGDVGVFSSPYFPSSYPPQTSCMWNIQASTCYSPLQLGDQSFQVYLLCGAKDGRTVVASRSNRMTVKFNSDWSYVHQGFSAAFEAFIPTCPGKFRCTNGLCADSRLRCDGVDDCGDASDEEDCGACSPNAFHCSNGHCVSRATVCDGRDDCTDGSDEFKCEKSVAMTTCPDSSFRCRNGRCLDKVNPECDGQEDCEDASDEEACQCGLRPYRSSRIVGGEASQEGEWPWQVSLQLVGQGHACGASVLSSRWLLTAAHCVQDKGSVRHSRADQWEALLGLRVLSRANEWTVRRKVMRIVAHRDFDRLTFDNDVALMELDSDVPLNQYIWPICLPSPAHRFPAGQEAWITGWGAGREGGVAGSILQKARVRIIDSSPCNRVMNDEVTDGMMCAGVLKGGVDACQGDSGGPLSVVNPSGRVFLAGVVSWGDGCARRNKPGIYTRVTRYRGWIREHSGL
>CDK-like21
MERMRKIKRQLSLTLGRGGGGGGGERTLSDHQDVTSHSDSETGTIRPTSAGVKVRGSSSSVQSLFQSYSRRPRGLGRSLSSYLNHSSRLEIVHEDVKMSSDGENEPTSSSDDVQSPVRVRLRTKKISTEDINKRLSLPADIRLPDDYLEKCNVIGPALFEQPISRRLRRVSLSEIGFGKLETYIKLDKLGEGTYATVYKGRSKLTDNLVALKEIRLEHEEGAPCTAIREVSLLKDLKHANIVTLHDIIHTQKSLTLVFEYLDKDLKQYLDDCGNVIHMHNVQLFLFQLLRGLAYCHRRKVLHRDLKPQNLLINERGELKLADFGLARAKSIPTKTYSNEVVTLWYRPPDILLGSTDYSTHIDMWGVGCILYEMTTGRPLFPGSTVEEELHFIFKLLGTPTEESWPGIGSNEEFVAANYPQYPPENLGDHTPRLGSNGVQLLSKFLQVSLTRAEPPQWGSRDVSPQQPPPTSPERRHSLRSTQRQDEEKSSAARRIRMTSSVVLLLLDLSVRAWASHQHFHPHSIKIPGDITLGGLFPIHARGPHGLPCGELKKEKGIHRMEAMLYALDRINGDPALLPNVTLGARILDTCSRDTYALEQSLTFVQAIIQKDTSDIRCSDGRPPLIRKPERVVAVIGASASSVSIMVANILRLFEIPQVSYASTAPELSDNNRYDFFSRVVPPDSYQAQAMLDIVKALGWNYVSTLASEGNYGESGVDAFVQISREAGGVCIAQSVKIPREPTDGEFDKIVNRLMETSNARGIIIFANEDDIKQVLEAAKRANMTGHFLFVGSDSWGAKSSPVMELEDVAEGAVTILPKRASIHRFDQYFMSRSLENNRRNIWFNEFWEDDFRCKLTRPGVEVEPDKKKCTGQEKIGHDSPYEQEGKVQFVIDAVYAVAYALHSMQQRLCGNQSDGGVCGAMDPVEGRSLLGYIRDVNFNGSAGTSVLFNENGDAPGRYDIFQFQMTNRSQPGYHVIGQWTNNLRLNVEEMQWSGGDKSLPDSICSLPCKPGERKKMVKGVPCCWHCELCDGYQYQVDQFTCEMCPADMRPVPNRTACRPTPIIKLEWKSPWALVPGSLSMLGILATCTVVITFVRFNDTPIVRASGRELSYVLLTGIFLIYLITFLMIAEPGVVVCAFRRLLLGLGMAITYSAMLTKTNRIYRIFEQGKRSVTPPKFISPTSQLLITFVLVSVQVLGVFVWFAVVPPHTIVDYEELRPPNPDLARGILKCDMSDLSIICCLGYSIVLMVTCTVYAVKSRGVPETFNEAKPIGFTMYTTCIVWLAFVPIFFGTAQSTEKMFIQTATLTVSMTLSASVSLGMLYIPKVYVILFQPELNIQKRKRSFKGVVQAAQLSHKSIKLSQNGKSKFEPDRTQ
>Throm37
MLTSVATTISLLLLSAALVESRDEARSATASRPPIPTPIPPPIPPPTSAAAVFLQRNSAEQILRSTAAARRRRANAMLLEEMFPGDLERECYEERCSQEEAAEIFQSREKTLEFWFRYTNLSPCASNPCVNGGKCMLERGDFLCLCPPRYHGSTCHLEVSSCVYRNGGCLQYCTDLPGGTAVQCGCADGFKLESDGRSCSKTVAFPCGIQQAAALERGRALWNLSDDANFTAETDFLLDDTNFTEEMDAILQNANVTGNTEDILDGGRGIRFNYSQHTGESLIPRIVGGGLERLGGSPWQVLIRRADGYGFCGGTLVSDRWVISAAHCFQQTAHHVTIGDYDKQRRDPGEQNITVERVLPHPHYHDFTMDSDVALVYLARPVVRGPTAIPACLPDPHLSKYLLKEDNRGLVTGWGATHYLRRSSRFLRKVALPVVSQRACAGSTEQVITDNMFCAGYVDAPMDACSGDSGGPFVVNYRGTWFLTGVVSWGERCAAKGKYGVFTRLGNFLSWIRTTMEKVDRNATLS
>CDK-like10
MEQYSILGRIGEGAHGIVFKAKHVETGETVALKKVALRRLEDAIPNQALREIKALQEIEDNQHVVRLKDVFPHGTGFVLVFDFMLSDLSEVIRNARRPLTPAQVKGYMLMLLKGVAFLHNNNIMHRDLKPANLLISSSGHLKIADFGLARLLSQQEDRLYSHQVATRWYRAPELLYGARKYDEGVDLWAVGCIFGELLNSSPLFPGENDIEQLCCVLRVLGTPTRDTWPEMAQLPDYNKITFKENPAVPLEEIVPDSSPHAVSLLRGFLVYPSERRCPAQQALLHPYFFRSPLPAHHSELPIPQRGGGGGHHLHPRLQAAPADFSVDLPLKSSLVRPAQLRGHASCL
>Throm39
MVILHPNFQSQSDWDNDLALIQLKHPVVMGSKVIPIPLPESNHAITGASGVITGWGYGIHLTFAESLKHLVLPFVPRADCKAEYENSQYMPTVDENMLCTGPSKYGENVCMGDAGGALAVKDPQSGDVVAVGILSYDKSCGQRKYGVYMELSKFMPWINSVIRGDKQESSALRKITMAKMYSWQS
>Histone15
MSGRGKGGKGLGKGGAKRHRKVLRDNIQGITKPAIRRLARRGGVKRISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGFGG
>Histone9
MARTKQTARKSTGGKAPRKQLATKAARKSAPATGGVKKPHRYRPGTVALREIRRYQKSTELLIRKLPFQRLVREIAQDFKTDLRFQSSAVMALQESSEAYLVGLFEDTNLCAIHAKRVTIMPKDIQLARRIRVIDMSGRGKTGGKARAKAKTRSSRAGLQFPVGRVHRLLRRGNYAQRVGAGAPVYLAAVLEYLTAEILELAGNAARDNKKTRIIPRHLQLAVRNDEELNKLLGGVTIAQGGVLPNIQAVLLPKKTEKAGKAK
>Histone39
MPEPAKSAPKKGSKKAVTKVPGKPGRRRKKGRKESYAIYVYKVLKQVHPDTGISSKAMSIMNSFVNDIFERIASEASRLAHYNKRSTITSREIQTAVRLLLPGEGTKAVTKYTSSK
>Histone16
MPEPAKSAPKKGSKKAVTKVPGKPGRRRKKGRKESYAIYVYKYKMSGRGKGGKGLGKGGAKRHRKVLRDNIQGITKPAIRRLARRGGVKRISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGFGG
>CDK-like11
MEQYSILGRIGEGAHGIVFKAKHVETGETVALKKVALRRLEDAIPNQALREIKALQEIEDNQHVKIDSSFGVRSRIYEIVPQRIQQWQQSPCVAEEMGRRQLERIRKEQQAARLRLTLMEKRFHELEGIIANSKLNQVQHDEEVRKTVPANEGDGDDTDLQIFCVSCSHPINPKVALRHMERCYAKYESQTSFGSMYPTRIEGATRLFCDVYNPQSKTYCKRLQVLCPEHSRDPKVAADEVCGCPLVKDVFEPTGEFCRVSKRKCNKHYCWEKLRRAEVDLERVRVWYKLDELFEQERNLRAAMTNRAGLLALMLHQTIQHDPVTTDLRSAKDR
>Histone22
MSGRGKGGKGLGKGGAKRHRKVLRDNIQGITKPAIRRLARRGGVKRISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGFGG
>Histone24
MSGRGKGGKGLGKGGAKRHRKVLRDNIQGITKPAIRRLARRGGVKRISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGFGG
>Lectin4
MWPLLAAPLLCLLSAVAATVDSGSFLIFNQDHNKCVKVLHASSVTLSGCEPHAKDQQFRWASADRLLSLSLNLCLGAVELKDWVKVLLFECDEASELQHWQCKNETLFGLRDRDLHFNWGNRNEKNVMIYKGSGLWSRWKIYGTHLDLCAKGYQEIFTIGGNSFGAPCLFPFKFGEQWYSECTKAGRADGQLWCATKANYNSEKKWGFCPTRTSSGWDTDPVTGVQYQRNAQAVLNWHQARKSCQQQGADLLSIVELHEQSYISGLTSTLGTALWIGLNSLDFEGGWQWSNGNPFRYLNWAPGHPSSDPGMNCATLNAGKASKWETSTCTKKLGYICRKGNSTSLPPPPIKQPSFCPNHWVAYGGNCYFIERSKKMWKDALTACRRDDADLASIHNIEEQSFIIAQSGYLATDVLWIGLNDQRTQMLFEWSDRSQVTFTQWMMDEPTHAGNLKEDCVLIQGEGGKWADKMCEKPYGYICKKKASSRAAEGTHLEGNPGCKLGSLRYGSYCYTIGAEKKTFDEAKQACSQDGGHLLDVTNRYENAFLTSLVGLRPEKYFWMGLFKKEDTHTFIWTSQRKVSFTHFNVGMPDRQVGCVALATGTSAGLWDVISCGSKEKYICKKTAMGVQATTVPPTTPTLSCASGWTPVADRNVCYKMYIKTKDLKKTWHEAKKFCMHIGGDLMSIHGAQDLNNAQFHWSDAAWIGLSLLGPNEGFVWSDGSPVGVTPKPEPVISMPTFNTTEDGWLLYNDSHYFINMDEQPMEAARAFCKKNFADLAVITGESERMFLWKQIMKGPHDQYYIGLTVNLDQSFSWLDETPVTYTAWEQNEPNFANNDENCVTIYKNMGFWNDINCGMELPSICKRSSVFVNATVMPTAEPKGGCAPEWLAFQGKCFKFVGADKKTWLNARDYCKNQGGNLVSIVSEQEQAFLTTQMLTYKEDLWLGMNDINWEMTFVWTDGRGVSYTNWAKGHPTTTPEGRYFSLNEDFDCVMMVGSVPKKMGLWKVDDCGEKRGFICKRNLDTQIEPAATTVSSKAFYKLGNDSYKLLTQKMRWDEARRQCQADDSELASILDPVAQAYVVLQISKFKEPVWIGLNSNVTGGRYKWVDKWLLSYTKWGKDEPKSNYGCVYMDVDKTWKTAACNNTYYSLCKSSPDSAPTEPPQLAGRCPETKSKANWIPFRGHCYAFLSSLVDNWAHASVECLKMGASLASIEDPQESLFIQQNLELLQDSSKSFWIGLYKAHDGRWLWIDNSAVDYTNWKAGMPGSESCVDVHSDSGKWKTTSCSRYHSYICKTNKAHIMEEVSNGSAGISVAVVLVVLALAGLVAFLLFRKKMPVPAPSGESTFINKLYFNNPIRTLVDTKSLVGNIEQNEQA
>Histone23
MSGRGKGGKGLGKGGAKRHRKVLRDNIQGITKPAIRRLARRGGVKRISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGFGG
>Ubiq15
MQITLKTLQQQTIQIEIDPEQTVKALKEKIEAERGKDNFPVSGQKLIYAGKILQDDTQIKDYKIDEKNFVVVMVSKVSSFNIRLRQHLLPPHLLLPKHLKLLPRIVVPHQQAPLQPQPRPQPQHPPLQLSSPPRRRLRKSQVLQQQKPLNQPVTGAEYEAMLKEIMSMGYERERVVAALRASFNNPHRAVEYLLTGLPSSPIQDTNPPAHTPASGPAEAPSLAEGENPLAFLRTQPQFLHMRQAIQQNPAMLPALLQQLGRENPQLLQQISQHQELFIQMLNEPVGEGGEAPEVGEIGAAGEEGAPVNYIQVTPQEKEAIERLKALGFPEALVIQAYFACEKNENLAANFLLNQGLEDD
>β2m4
MHVDSVCVFNSREPNDIEYLYIYNYNKLKLLSFSSTLDRFVGYTEFGVKQATYFNNDKDIIADARTRKERTCLHNIPIDYESALTKSVKPYVRLHSESPPEGSHSAMLVCIVYDFYPKQIRVTWLRDGQEATGEVTSTDEMPDGDWYYQVHSHLVYTPKSGEKITCVVEHASLEKPLHVDWGNARLAQPPRSHLFPINPGVSVERNPSLPKSEKNKLAIGGAGLTLGVVLSLGGFLYYRKQCRGRILVPTD
>β2m3
MLAAPQLQARRAVPVHPPSLRCIAYFGFLLTRLVCISELLSHQRLACVSNLSWSTSEERASAEEAAALLPGQRTLPRAHLLLMGRLTHGRDGEWTLTDGSGSIRCEVLSPSPLWMGRLVFLPSWHYIPHDAPGQAQPEAPGYVEVIGSPVLLCPGPAQKLSSSPVAIGEAVALIHDRVPGLRLSIFGQVTSVCPLLVISGTSFFFLTLSDEMHTLPVLVKKNGKLWWAQCVSLGESVCVTALRVCVLRPWGEKNILCATDHSEIHKTHDRRRPPDEDTPPDPPPLPPTSAPRRCEGEPDGKESQVISYQGTVTEVVSAGAGLYVMDRKLGLCLAYQPELKRKLRVGDALALHHVHFLYQPCPDFPPSMLCTCLRSTVTVTKFSAVLASDSDRNCPDDGVLQRLLVERNPDVSQYLWTCHLCSQLRHSLLPSTSPQCTCLLSWKLMEVAFGQGQRRRRDIYAEMLDKPHTCPLTQYDGDSVQLQYVSLSELSDSLQKDCWASLCLSSLLPPDGGGLTRAQMNAALAWSSRTLRSDPKHKLQPGETLSIYLQFSQESIHILSPSVAMEMHLRDKGEESGEEEEEKETVARKRRRTAEDPEPSRPLRLSPVTATTCVSVVLRVEQKTGVMWREDAEASFSVKATVIGPVKAWGRDPKNRPMKDFETGNEKKVTLLCSGASARWFPLLQPGRVYRLVASGTHDVGVLAADAGPRWSQDVPLPVQPDWKFHTLTQLLAHACHCSACPTLSTVSQVLDGSADVVSFQGFVSDRINLNDSTRDAGHTNIGVRLTVCDQSGRSLHVFLNFNRNQYPPGLLPGNTLLMSAFRRRVSRSGRVYCSNIAVSWVAVLRVRDERLEDRPPAPIMHLALWTQRSRTVGRVKGHVECDDRLLDFLLLCAQGVNSLFLTCNIDNQAKEAILGIVIGSKSTSALELSVKSNRVRQKLQVNKMKTLLVFLVLLLRCGDAAADVIHTDMLMVGCSETEGAVYFSLDDEDIWVVNFTANRAVDTQPSFVDHVDFGKDMFQWAMQNLIICRINLNITQKALKDQPLESGNVALGEKNSLVCHVSGFFPAPVKVHWTKNGERVAGAVSRATSAFPDKDGSFHQTFQLDFTPAQDDIYSCVVEHPALERPRNSFWTVKVNQPGIGATVFCALGLTVGLVGVATGTFFLIKGNKCN
>Throm52
MERHTNCSSSSDEEDDDDDDDSKEHKDARVLQSTFITYASHTGGDITGLQRTGQYVSELFQSGALTCLICIASVKRTQPVWSCSGCFSLFHLPCIQKWARDSVFLLCSATDEDFGRKQHPWPCPKCRTEYSHAATPTRYVCYCGKLEDPPADPWLAPHSCGGVCHKELKPSCGHACLLLCHPGPCPPCPKMVSVSCLCGKATPLPRRCSNKAWTCQQPCGKLLPCRQHTCSQPCHSECSPCPKVSVQKCMCGRQQSERPCAGPKWKCDRTCGATLSCGNHTCELVCHDGRCPPCPRSLSRSCPCGKAKSSLPCTEEVSLCGDTCERPLSCGKHTCSMRCHRGNCDTCRQEVEKECRCGKYRKLMACHKEYLCESKCSKSRSCQKHPCRRKCCPGNCPPCDQICARTLGCRNHKCPSVCHRGSCYPCPETVDVRCSCGAASLTVPCGRERSTKPPRCKELCTAPSSCHHAARERHRCHTGPCPPCAQPCVLPLAGCPHTCPQPCHDHVLLKSQQVQLSGPWEQPSEPAFVTKALPCPPCQVPIPVSCFGEHEVSEVPCSRQGRFSCKRPCGRPLRCGNHTCGRECHLVDNSNKCDDCEEGCSKPRPLLCPHACPLPCHSGDCPPCHQMIRQRCHCKMSAIYVDCMKMTMADEETKIALVSCTNQCPKELSCGHRCKQVCHPGACALECHQKVKLRCPCRRIKKELACALSSSCVVECDHNCIEQQRKVSELKEAEQKAAEEEEQRRQQEELEAFTKRRGGRRAKKRGRRDEDDEEDGGWIGRWQRRGHVARGGGGGGGGVGGPSSCWSGGSRADFSWRVGCCEEAEEGHVLVAASHLQRGNGYGMIGGHVSHSSPLPSPELIADREHGYCGNRTIPSLPVDASQAPPTPPITTATEFLTSVPSLSSTWLTGATSASDTGGCQPLVEPQCHMLPYNQTWLSSAAAVVKSSEVDMLLRFFSYLSRLSCYKHIMLFGCSLALPQCFHNDATQHRWVVLPCASFCEAAREGCEPVLQMFNASWPDFLRCSQFSQATSSSGVPPACYTPRQAVGKPSACGGKENFLCATGICVPQKLVCNGQNDCDDWSDEAHCVCSDAQFRCQTGRCLPPLLLCDGYDDCGDLSDELNCVCDATREHRCGDGRCVSRDWLCDGDHDCVDKSDELNCSCRSQGLWECRNGQCIPPAFRCDGEDDCKDGSDEELCMREQSGCEPISLELCMNLPYNHTRFPNFLGHVSQRESSVSWESSLFPALVQTGCYQYLMFYACTLLVPKCDPLSLSTVPPCRSLCRTAKEKCESVLGIVGLQWPDDSDCAQFPEEGGNLTCLLPEAGVDECSPSHFKCRSGRCVLASKRCDGLADCDDRSDEDHCGCTERALWECPGSGVCIKTSMICDGFPDCPLLADEVNCLSLSQSSGSILTVLRTADHYHVCADEWNHQLSKLTCDQLGLGVPASVSMVPEQGSPPGRRRWLHVHPEWEERKGLALQARLEKRSHSCHSGKRVAFDCVRDECGLRPAVGAHLSRRKRILGGRVARQGAWPWQCSLQSGQSGHVCGCVLIGTKWALTVAHCFEGRDKAHLWNVLLGLNNLDHPGVHSQRRAVRAITVHPRYNRAVVDYDISVVELDSEVEETEWVRPVCLPGPNQIPTPDSYCYITGWGHMGNRMPFKLQEGQVRIISMSQCQSYFDMKTITARMLCAGYEAGTVDSCMGDSGGPLVCEELSGGRWTLFGLTSWGSVCFSKVLGPGVYSNVSHFTPWIRQQIFMRTYLPD
>LEAP2-1
MQAEGKVPLRRHSLYLLMLLLLLLLSQQVCSGPLASPVQSPYSAHKRVARMSPLWRIMNSKPFGAFCQNNYECSTGLCRVGHCSTHQRPPSEPLND
>Chem10
MKPQVVALLLLALVCLQPAAGEKLISCCLDTSNKCFPRQLVVSYYHQEAGKGCQHSATVFMSKAGKRLCAPAPHKSKCVQELVAFLDKRSKSKKQ
>Ubiq18
MLCVIFQVTEDEKVSTVKELVSERLNIPADQQRLLYKGKALADEHKLSDYSIGPEAKLNLVIRPAGERTGASGTTAMCSSNGSITQAGVWQSVSTILAKHFSPADAAKVHEQLIKDYERSLRQLSLDDIERLASRLLHPEVDDMDTTSYMD
>Throm49
MIPIVLASVLIAAALGCGTPPIEPQTSRVVNGEDAKPHSWPWQISLQYERDGEWRHTCGGSLIADNWVMTAAHCINKKLSYRVFVGKHNLVEEEVGSKAILPEKIIVHEKWNPIFVAFGNDIAMIKLSEPVTLSDQVQLACIPAADTLLTNLYPCFITGWGRLYTGGPIADKLQQALMPVADHPTCSQPDWWGIAVRTTMVCAGGDGIVAGCNGDSGGPLNCKNMEGTWEVHGIASFVSGLGCNYEKKPTVFTRVSAFNDWIDQHEVKMGLSVWAIAAIVCNSAVGVLILILFVILYKACQVPSKPTPVFTSEPAKTQPKPEHKYLLAA
>Histone30
MPEPAKTAPKKGSKKAVTKSASKPGKKRKRTRKESYAIYVYKVLKQVHPDTGISSKAMSIMNSFVNDIFERIASEASRLAHYNKRSTITSREIQTAVRLLLPGELAKHAVSEGTKAVTKYTSSK
>Histone8
MSGRGKTGGKARAKAKTRSSRAGLQFPVGRVHRLLRKGNYGERIGAGAPVYLAAVLEYLTAEILELAGNAARDNKKTRIIPRHLQLAVRNDEELNKLLGGVTIAQGGVLPNIQAVLLPKKTEKAAKSK
>Histone27
MSGRGKGGKGLGKGGAKRHRKVLRDNIQGITKPAIRRLARRGGVKRISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGFGG

>Histone28
MSGRGKGGKGLGKGGAKRHRKVLRDNIQGITKPAIRRLARRGGVKRISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGFGG
>Histone37
MPEPAKSAPKKGSKKAVTKSTGKPNKRRKKGRKESYAIYVYKVLKQVHPDTGISSKAMSIMNSFVNDIFERIASEASRLAHYNKRSTISSREIQTAVRLLLPGELAKHAVSEGTKAVTKWGARPPEAEPKKPRHRALQQTLHGQTEERQHGPQQHGPDTGPADPHHWAQRGGEDTGPRPTAEQAGRRESATENNRATTDGPKPQ
>Histone19
RGKGGKGLGKGGAKRHRKVLRDNIQGITKPAIRRLARRGGVKRISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGFGGUTLKPSIGDPTQRPFUGPPN
>Histone29
MSGRGKGGKGLGKGGAKRHRKVLRDNIQGITKPAIRRLARRGGVKRISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGFGG
>CcAMP1
MRCGVVRLQSSSATAAEAKISGEKTAAATGFSFEFTDQQREFQQLARKFAREEIVPQAAEYDRTGEYPLPIIKKAWELGLMNGHIGEEYGGMGLSIFDNCLITEELAYGCTGVQTAIEANSLGQMPVIIAGNETQKKKYLGRMTEEPLMCAYCVTEPGAGSDVAGIKTRAVKTGDEYVVNGQKMWITNGGKANWYFLLARTHPDPKCPTNKAFTGFIVDADTPGIQIGRKERNMGQRCSDTRGITFEEVRIPKENVLLGEGAGFKIAMGAFDKTRPPVAAGATGLAQRALDEATAYALERKTFGKVIAEHQAVSFLLAEMVMKVELARMAYQRAAWEVDRGRRNTYYASIAKAFAGDIANQVASDAVQVFGGNGFNSEYPVEKLMRDAKIYQIYEGTAQIQRLIVAREHLAKAKK
>Throm8
MLVLVSLLLTGLGCLLAAPTGREVYRMPQSALKALSDRGTVVLEAAMTSALSALDRASSERSRVEAGCRGCAPCLFQDCGQPSGSCSSPANALTEPSCDVISKAQKLQDEGERSWALSQACAFYQHRCQAGNSDKESCIRIMGESCSARVLQCSLLNTMQNLEPATQTHVQAVCGQRSSSARNVTQPRSRIVGGSPAPPGSWPWLVNLQLDGGLMCGGVLVESSWVVTAAHCFAGSRSESYWTAVVGEFDITKTDPDEQVLKVNRIVPHPKFNPKTFNNDIALVELTSPVVLSDRVTPVCLPSGMEPPTGSPCLVAGWGSLYEDGPSADTVMEAKVPLLPQNTCKNALGKELVTNTMLCAGYLSGGIDSCQGDSGGPLIYQDRISGRFQLHGITSWGDGCGEKGKPGVYTRVSAFSDWIQVEIQKSFGSREPTCPELLKTTEMTEEEQRSEFITLCRFYTLSCPTGQSGGSCSRMAEDKCLTRFKKCQLRSFLQTLLDLLQSAEDYIRDKVDLAFFTQTLPQLVEHIYSTAFPHSRDKRDVVPIEEQQGRPTEQGSPSVPPALFKALGPSVEDWENYLVTIAEDMEARPNDTSAENSFESSRREEKRFLQAGDDSVLRLQKEYQNMISALRSKLDSKAAPPSLRMDPSDPHQRSSDPLFLPTSSPRLQIDPGPSSSPKSQKPWSLLSALMSEIEKLKTASETLTSDESQNEAFVTSTEGTWDKAVDLGELAALVSTAVLPIHMAKTTSQPHTLHASVPFSLRRRQRSILRKRQTPGPGGKVCPGVRETSQQVSQVRASYHWVLNIPNKNLHMSFQEVLVDLSSKNDRGLYQARVRAVVGGRPLTFYSLVGLENESFYRSVPRIISLALEALKT
>Lectin8
MALPRCAAGRHVFLTLLLLHWFGFGASSSMVNMRKVTHPTVRQPLAGEAALPCVFTLPNGSSSQSVRLIWTLVRLPAGGQDSPLEHVVLSAQGDVIKVNEAFSGRVRLPGYAADPLNATMEISSLRTNDSGTYHCQVVMGNKYERDAVLLVVYGVVFHYQAPSTRYALSFADARRACQENSAQMATSGQMWAAYYDGFAGCAAGWLDDQTVRLSLSSASDRCVSLGGQLATVGQLYLAWRAGLHSCAPGWLADGSVHYPVSLPRPDCGGNEPGVHTVTLNITSDNTTALYDAYCYRGKVENTDTISQIYTSLWKPWSYLTDSSDESGNSPSNWTGLVDLEEEEESLLSVNASSDPWSSESYVSLQISPGQSIDWGEPFEPDSPEFLRPPVVPTPAEKKVISGIIESFWKPWNYLVGTGGGSEETTGTPKGTAGEEDVKKKKKEEEDEEEDRGNMTSTASPALFSWGSFLLSGTPKDDTTPANEELSAHVTPSSTASNNSLTTRTTISEEPPQTRPSPTSTPVPETTSSRGETWPRVDTETTTQSSDKREVTVMPRAGSRGGRGRGKKNRGEDRSRGEDKGRGDDEGSGEITAAEAKGEIQVSRRPVGTSKPRERSRSRERGHRKGQTTTTTTTSPTTTTEPSVMSTSQIVDLSASKLLFTVSTETQSSSIQADLDPISSTSSSSSSSSAPLPSSSPSASSSPSASSSSSSSLSSSASTSSSFWTSTSTPSPSPSPAHTAQPITTLSPSATSSPPLTLESGGPPAFPPADNQNSSANLEALLDWVPVESVAVLNISLDPPPEEEEEPAWSQTVGSGSPLPGNMEEEGSRFNVSNITLVPADVDDCQSEPCENGGTCIDKIDSFLCLCLPSYGGDTCEKDIEGCEHGWRKFHGHCYRYFTHRHTWEDAEKDCREHSAHLSSVATANEQEFINGLGHDNAWVGLNDRTVEDDFQWTDGNELVYENWRESQPDNFFAGGEDCVVTIAHEDGKWNDVPCNYNLPYICKKGTVLCGTPPAVENAHLVGRRRSHYDIHAVVRYQCSEGFYQRHIPTARCRADGSWERPRIICAKSRRSHRYRRHHRRERRERRGHRRHGEGHKARENARSYD
>Chem11
MKLNLILLCLSLWMTSVLTTHGPVSDCCPGLSSTTVSLNRIKSYVIQSVGACSFKAVVFYTHGRKRICADPNSCWTQRAMFKVDGGALRRKEESNDKSTGASGATVPCTPSRNSQGKKRRRGKLLRMKKGKTRV
>Chem13
MRFDTPLILLVLSCLSLAMAQVSYDDCCLTYVKELGKRTQARAVKYRIQETDGGCNIRAVILTMWKGRVYCCDPQETWVQELMANIDKKAVKHVKKTAPKRQKSRLIS
>Lectin9
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