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Database: lamprey MW [kDa]: 17.10
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Figure S1. The identification of a cystatin F homologue from the buccal glands of feeding L. morii.
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Protein 1: >CystatinF
Accession: CystatinF Score: 23188
Database: LeP MW [kDa]: 17.10
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Figure S2. The expressed rLm-cystatin F was identified by mass spectrometry.
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Figure S3. LPS did not inhibit the proliferation and adhesion rate of HUVECs. Relative to the PBS
group, * p <0.05.
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Figure S4. LPS did not inhibit the migration and invasion rate of HUVECs. Relative to the PBS group,
*
p <0.05.
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Figure S5. LPS did not affect the tube formation of HUVECs in vitro.
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Figure S6. rLj-26 did not inhibit tube formation of HUVECs in vitro.
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Table S1. The websites and softwares were used to analyze the amino acid sequence and

bioinformatic information of Lm-cystatin F.

Predictions Websites and softwares
ORF http://www.ncbi.nlm.nih.gov/gorf/gorf.html
Physicochemical property http://web.expasy.org/protparam/
Signal peptide http://www.cbs.dtu.dk/services/SignalP/
Functional domains http://smart.embl-heidelberg.de/

Three dimensional structure http://swissmodel.expasy.org and PyMOL software
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