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Figure S1: Cluster analysis of pseudomolecular ions associated with known MS contaminants (i.e.
plasticizers and detergents) originating from detergents and plastic ware commonly used in the
laboratory.
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Table S1: Significant variable fold increases from pairwise comparisons (treatment vs 0% control)
for each of the three individual ex-type strain datasets (NOTE: See accompanying excel file to be
used as Supplementary Table 1).




Figure S2: Relevant pseudomolecular ion annotations and associated variable box plots for

aculene A (ex

-type strain ATCC 16872).
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Figure S3: Relevant pseudomolecular ion annotations and associated variable box plots for
aculene B (ex-type strain ATCC 16872).
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Figure S4: Relevant pseudomolecular ion annotations and associated variable box plots for

aculene C (ex-type strain ATCC 16872).
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Figure S5: Relevant pseudomolecular ion annotations and associated variable box plots for

aculene D (ex-type strain ATCC 16872).
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Figure S6: Relevant pseudomolecular ion annotations and associated variable box plots for

asperaculane (ex-type strain NRRL 20623).
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Figure S7: Relevant pseudomolecular ion annotations and associated variable box plots for

aspergillusol (ex-type strain ATCC 16872).
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Figure S8: Relevant pseudomolecular ion annotations and associated variable box plots for aculin
A (ex-type strain BCRC 32190).
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Figure S9: Relevant pseudomolecular ion annotations and associated variable box plots for CJ-

15,183 (ex-type strain NRRL 20623).

— [ |
G100P02_MG020_A #1158 RT: 3.91 AV: 1 NL: 3.19E5 0
T: FTMS (1,1} + p ESI Full lock ms [190.00-2000.00] B - -
[M+Naj+
100 L 605.22089
= [M+NH4]+
00 3 600.26587
80 3 —
70 3 2
860 3 OH g
1§ E OH = . e
= __
350 3 CJ-15,183 oo O [M+H]+
% i 5 583.23920 =
3 = | |
& 30 =" =
20 3 M+K]+
E 621.19342
10 3 ‘ ’
O:' | | | , T | | |.|‘ | |.||
LA MR LA AN M) A AN RS ALY AR RALAS LARRN AR LA MRS RAARE LAARY RAAAS LARLE ALY REARS LA LARLS RARRY LAALE LLARSE LARAY RAL
400 450 500 550 600
m/z

Figure $10: Relevant pseudomolecular ion annotations and associated variable box plots for CJ-

15,183 (ex-type strain NRRL 20623).
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Figure S11: Relevant pseudomolecular ion annotations and associated variable box plots for
secalonic acid (most likely secalonic acid D) (ex-type strain ATCC 16872).
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Figure S12: Relevant pseudomolecular ion annotations and associated variable box plots for acu-
dioxomorpholine (ex-type strain ATCC 16872).
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