Table S1. Conus peptides identified from 1 January 2007 to 31 August 2011.
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Peptide Gene Superfamily and | Type Sequence Predicted
Cysteine framework target

Tsl4a A superfamily al-conotoxin DGCPPHPVPGMHPCMCTNTC nAChR
XIV [connectivity I-lll, II-
V]

alpha-conotoxin | A superfamily a-conotoxin GGCCSHPACQNNPDYC nAChR
| [connectivity I-11I, 11-V]

Lpl.1 A superfamily a-conotoxin GCCARAACAGIHQELC nAChR
| [connectivity I-111, [1-V]

Lpl1.10 A superfamily a-conotoxin NDCCHNAPCRNNHPGIC nAChR
| [connectivity I-1II, 1I-1V]

Lpl.4 A superfamily a-conotoxin GCCSHPACSGNHQELCD nAChR
| [connectivity I-III, 1I-1V]

Lpl.6a A superfamily a-conotoxin QFCCGHYDCDFIPNVC nAChR
| [connectivity I-II, 1I-1V]

Lpl.6b A superfamily a-conotoxin QICCGYGDCGFVPNVCV nAChR
| [connectivity I-lII, 1I-1V]

Lpl.7 A superfamily a-conotoxin GMWDECCDDPPCRQNNMEHCPAS nAChR
| [connectivity I-III, 1I-1V]

Lpl.8 A superfamily a-conotoxin GVWDECCKDPQCRQNHMQHCPAR nAChR
| [connectivity I-1II, 1I-1V]

Lpl.9 A superfamily a-conotoxin CCSDSDCNANHPDMCS nAChR
| [connectivity I-III, 1I-1V]

Mrl.1 A superfamily a-conotoxin GCCSHPACSVNNPDIC nAChR
| [connectivity I-1II, 1I-1V]

Mrl.2 A superfamily a-conotoxin GCCSNPPCYANNQAYCN nAChR
| [connectivity I-III, 1I-1V]

Mrl.3 A superfamily a-conotoxin GCCSHPACRVHYPHVCY nAChR
| [connectivity I-111I, [1-V]

Pul.l A superfamily a-conotoxin QNCCNVPGCWAKYKHLC nAChR
| [connectivity I-111, 11-V]

Pul.2 A superfamily a-conotoxin GGCCSYPPCIANNPLC nAChR
| [connectivity I-111, 11-V]

Qcal-1 A superfamily a-conotoxin TVRRFCSDPPCRISNPESCGW nAChR
| [connectivity I-1II, 1I-1V]

Qc al-2 A superfamily a-conotoxin TVRGFCSDPSCRFGNPELCDW nAChR
| [connectivity I-III, 1I-1V]

Qcl.1a A superfamily a-conotoxin DECCPDPPCKASNPDLCDWRS nAChR
| [connectivity I-1II, 1I-1V]

Qcl.1b A superfamily a-conotoxin NECCDNPPCKSSNPDLCDWRS nAChR
| [connectivity I-lII, 1I-1V]

Qcl.1c A superfamily a-conotoxin DDCCPNPPCKASNPDLCDWRS nAChR

| [connectivity I-lII, 1I-1V]




Qcl.2 A superfamily a-conotoxin QCCANPPCKHVNC nAChR
| [connectivity I-1II, 1I-1V]
Qcl.4a A superfamily a-conotoxin DGCCSNPSCSVNNPDIC nAChR
| [connectivity I-1II, 1I-1V]
Qcl.4b A superfamily a-conotoxin DGCCPNPSCSVNNPDIC nAChR
| [connectivity I-III, 1I-1V]
Qcl.5 A superfamily a-conotoxin GCCSNPACSVNHPELC nAChR
| [connectivity I-1II, 1I-1V]
Qcl.6 A superfamily a-conotoxin GCCSNPTCAGNNGNIC nAChR
| [connectivity I-III, 1I-1V]
Ac4.2 A superfamily K-conotoxin QPWLVPSKITNCCGYNNMEMCPTCMCT | K" channel
IV [connectivity I-V, lI-lII, YSCRP
IV-VI]
Ac4.3a A superfamily K-conotoxin QKELVVTATTTCCGYNPMTSCPRCMCDS | K channel
IV [connectivity I-V, lI-lI, SCNKKKK
IV-VI]
Ac4.3b A superfamily K-conotoxin QKELVPSKITTCCGYSPGTACPSCMCTNT | K" channel
IV [connectivity I-V, lI-lI, CKKKNK
IV-VI]
Arlla 11 superfamily L-conotoxin RTCSRRGHRCIRDSQCCGGMCCQGNRC | Na' channel
Xl [connectivity I-IV, II-VI, FVAIRRCFH
-VII, V-VIII]
R11d 11 superfamily L-conotoxin GCKKDRKPCSYHADCCNCCLSGICAPSTN | Na® channel
Xl [connectivity I-IV, 1I-VI, WILPGCSTSTFT
1-VII, V-VIII]
Eb12.4 12 superfamily E-conotoxin SCDSEFSSEFCEQPEERICSCSTHVCCHLSS | ND
Xl SKRDQCMTWN
RCLSAQTGN
Im12.10 12 superfamily E-conotoxin LCDSYISSELCEHPEETCFCPNHMCCPLSP | ND
Xl YRQDQCMYWEA
CHIF
Lt12.4 12 superfamily E-conotoxin WCSERVSDETCVMMCRCLNHECCPLPP | ND
Xl PSQNRCMPSDHCDF
MSGRT
Lt12.9 12 superfamily E-conotoxin SCGVRISSEICEQPEERICSCSNHMCCPLN | ND
Xl PSQRDQCMARN
VCFIMIGIYG
Mr12.5 12 superfamily E-conotoxin RICSCSTHVCCHLSSSKRDQCMTWNRCL | ND
X SAQTGN
Mr12.8 12 superfamily E-conotoxin SCDSEFSSEFCEQPEERICSCSTHVCCHLSS | ND
X SKGDQCMTWN
RCLSAQTGN
Srllb 12 superfamily K-conotoxin CDSDGTSCTSNMECCGYGCCSGTCQTPC | K' channel
Xl [connectivity I-IV, II-VI, RFGP
-VII, V-VIII]
Srllc 12 superfamily K-conotoxin CSDEGASCEKKSDCCFLSCCWSVCDRPCR | K' channel

Xl [connectivity I-IV, II-VI,
HI-VII, V-VIII]
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Calla I3 superfamily I-conotoxin AWPCGGVRASCSRHDDCCGSLCCFGTST
X! [connectivity I-IV, 1I-VI, GCRVAVRPCW
HI-VII, V-VIII]

Calilb 13 superfamily I-conotoxin ALLCGGTHARCNRDNDCCGSLCCFGTCIS
Xl [connectivity I-IV, II-VI, AFVPC
1-VII, V-VIII]

Pr3a Il [connectivity I-IV, 1I-V, | p-conotoxin CCNWPCSFGCIPCCY Na® channel
1-vi]

Pr3b Il [connectivity I-IV, 1I-V, | p-conotoxin ERVCCGYOMSCKSRACKOSYCC Na® channel
-V

PIVE IV [connectivity I-V, lI-lll, | k-conotoxin DCCGVKLEMCHPCLCDNSCKNYGK ND
IV-VI]

PIVF IV [connectivity |-V, II-Ill, | k-conotoxin DCCGVKLEMCHPCLCDNSCKKSGK ND
IV-VI]

Sr7a 01 superfamily conotoxin CLQFGSTCFLGDDDICCSGECFYSGGTFGI | ND
VI/VII [connectivity [-IV, CS
11-V, N-VI]

Ca8a S superfamily conotoxin GCSGTCHRREDGKCRGTCDCSGYSYCRC | ND
Vil GDAHHFYRGCTCTC

Pu5.1 T superfamily T-1 conotoxin SCCPSPTSCCPW ND
V [connectivity I-111, 1I-1V]

Pu5.2 T superfamily T-1 conotoxin GCCEDKTCCFI ND
V [connectivity I-1l1, 1I-1V]

Pu5.3 T superfamily T-1 conotoxin SCCPEEPCCFW ND
V [connectivity I-111, 1I-1V]

Pu5.4 T superfamily T-1 conotoxin SCCPEEITCCPW ND
V [connectivity I-111, 1I-1V]

Pu5.5 T superfamily T-1 conotoxin ECCPQSPPCCHYYYYGSW ND
V [connectivity I-111, 1I-1V]

Pu5.6 T superfamily T-1 conotoxin CCPRKIWCCMIP ND
V [connectivity I-I11, 11-1V]

Vil359 T superfamily T-1 conotoxin ZCCITIPECCRI ND
V [connectivity I-111, I-IV]

Vil361 T superfamily T-1 conotoxin ZCCPTMPECCRI ND
V [connectivity I-111, 1I-IV]

Sr5.4 T superfamily T-1-conotoxins IINWCCLVFYQCC ND
V [connectivity I-111, 1I-IV]

Sr5.5 T superfamily T-1-conotoxins | IINWCCLTFYQCC ND
V [connectivity I-111, 1I-1V]

Sr5.6 T superfamily T-1-conotoxins IMAGCCPRFYQCCYP ND
V [connectivity I-111, I-1V]

Sr5.7 T superfamily T-1-conotoxins IINWCCLIFYQCCL ND
V [connectivity I-111, I-1V]

Vil5a V superfamily V-conotoxin DCTTCAGEECCGRCTCPWGDNCSCIEW | 5-HT;
XV receptor

Pr6a VI/VII [connectivity |-V, | conotoxin TCLARDELCGASFLSNFLCCDGLCLLICV ND
11-V, 1-VI]

Préb VI/VIl [connectivity I-IV, | conotoxin FGSFIOCAHKGEOCTICCROLRCHEEKTO | ND




-V, I-VI] TCV
Préc VI/VIl [connectivity I-IV, | conotoxin DQCTYCGIYCCPPKFCTSSGCRSP ND
-V, 1I-VI]
Préd VI/VIl [connectivity I-IV, | conotoxin YGNFOTCSETGEDCSAMHCCRSMTCRN | ND
11-V, N-VI] NICAD
De7b VI/VII [connectivity I-IV, | &-conotoxin DCIPGGENCDVFRPYRCCSGYCILLLCA Na* and/or
11-V, 11-VI] Ca”* channel
Mrle X [connectivity I-IV, 1I-111] a-conotoxin CCHSSWCKHLC nAChR
Asl4a XIV [connectivity I-lll, II- | k-conotoxin GGVGRCIYNCMNSGGGLNFIQCKTMCY | K* channel
V]
Asl4b XIV [connectivity I-lll, II- | k-conotoxin WDVDQCIYYCLNGVVGYSYTECQTMCT K" channel
V]
Qcl6a XVI conotoxin DCQPCGHNVCC
P21a XXI conotoxin SCCIQKTLECLENYOGQASQRAHYCQQD | AMPA
ATTNCODTYYFGCCPGYATCMSINAGNYV | receptor
RSAFDKCINRLCFDPGH
Caléa Y superfamily conotoxin CGGTGDSCNEOAGELCCRRLKCVNSRCC | ND

XVl

PTTDGC




Figure S1. Multiple alignments of predicted conotoxin targets.
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