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Supplementary Figure S1: percentage of hyaluronic acid (HA) left as a function of bovine
testicular hyaluronidase quantity in U (calculated from the specific activity value provided by
the supplier) and its trend curve using a logarithmic fit.
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Supplementary Figure S2: Comparison of amino acid sequences of hyaluronidases from
human (Uniprot Accession code Q12794), mouse (Uniprot Accession code 035632), Apis
mellifera (Uniprot Accession code Q08169), and Vespula vulgaris with the Conohyal-Cnl1.
For all sequences, the catalytic residue is highlighted in green, the positioning residues in
blue, and the characterized glycosylation sites in orange. The Asn residue highlighted in pink
in Conohyal-Cn1 sequence corresponds to a probable glycosylation site deduced from
proteomic experiments and similarity with the established glycosylation site in the
hyaluronidase from Vespula vulgaris venom.


http://www.uniprot.org/uniprot/Q12794
http://www.uniprot.org/uniprot/O35632
http://www.uniprot.org/uniprot/Q08169
http://www.uniprot.org/uniprot/P49370
http://services.uniprot.org/clustalw/clustalw2-20110114-1651115765
http://www.uniprot.org/uniprot/Q12794
http://www.uniprot.org/uniprot/O35632
http://www.uniprot.org/uniprot/Q08169
http://www.uniprot.org/uniprot/P49370
http://services.uniprot.org/clustalw/clustalw2-20110114-1651115765
http://www.uniprot.org/uniprot/Q12794
http://www.uniprot.org/uniprot/O35632
http://www.uniprot.org/uniprot/Q08169
http://www.uniprot.org/uniprot/P49370
http://services.uniprot.org/clustalw/clustalw2-20110114-1651115765
http://www.uniprot.org/uniprot/Q12794
http://www.uniprot.org/uniprot/O35632
http://www.uniprot.org/uniprot/Q08169
http://www.uniprot.org/uniprot/P49370
http://services.uniprot.org/clustalw/clustalw2-20110114-1651115765
http://www.uniprot.org/uniprot/Q12794
http://www.uniprot.org/uniprot/O35632
http://www.uniprot.org/uniprot/Q08169
http://www.uniprot.org/uniprot/P49370
http://services.uniprot.org/clustalw/clustalw2-20110114-1651115765
http://www.uniprot.org/uniprot/Q12794
http://www.uniprot.org/uniprot/O35632
http://www.uniprot.org/uniprot/Q08169
http://www.uniprot.org/uniprot/P49370
http://services.uniprot.org/clustalw/clustalw2-20110114-1651115765
http://www.uniprot.org/uniprot/Q12794
http://www.uniprot.org/uniprot/O35632
http://www.uniprot.org/uniprot/Q08169
http://www.uniprot.org/uniprot/P49370
http://services.uniprot.org/clustalw/clustalw2-20110114-1651115765
http://www.uniprot.org/uniprot/Q12794
http://www.uniprot.org/uniprot/O35632
http://www.uniprot.org/uniprot/Q08169
http://www.uniprot.org/uniprot/P49370
http://services.uniprot.org/clustalw/clustalw2-20110114-1651115765
http://www.uniprot.org/uniprot/Q12794
http://www.uniprot.org/uniprot/O35632
http://www.uniprot.org/uniprot/Q08169
http://www.uniprot.org/uniprot/P49370
http://services.uniprot.org/clustalw/clustalw2-20110114-1651115765

