Supplementary Table S1. Detailed model information regarding multi-trait classical twin models of
systolic measurements.

Difference to Difference to Difference to

Model =y jodel name ~ Fstimated - Model = Model * ;0 popy iodel  Full model  Full model
number parameters -2LL df
2LL -df p
1 Cholesky ACE 38 1866.23 674 51823
2 Cholesky AE 28 1866.74 684 498.74 0.50 10 1.00
Independent
3 pathway 32 1866.62 680  506.62 0.38 6 1.00
ACE
Independent
4 pathway 28 1868.05 684  500.05 1.81 10 1.00
AcEc-AsCsEs
Independent
5 pathway 24 1868.05 688  492.05 1.81 14 1.00
AcEc-AsEs
Independent
6 pathway 20 187445 692  490.45 8.21 18 0.98
Ac-AsEs
7 Univariate 20 1876.00 692  492.00 9.76 18 0.94

Detailed results of calculated multi-trait structure equation models. -2LL: minus 2 log-likelihood value;
AIC: Akaike information criteriondf: degrees of freedom. Ac: Common genetic factors; Cc: Common
environmental factors; Ec: Common unique environmental factors; As: Specific genetic factors; Cs:
Specific common environmental factors; Es: Specific unique environmental factors.



Supplementary Table S2. Detailed model information regarding multi-trait classical twin models of
diastolic measurements

Difference to Difference to Difference to

Model Model name Estimated  Model Model |y £ del  Fullmodel  Full model
number parameters -2LL df
2LL -df p
1 Cholesky ACE 24 123117 492 24717 - - -
2 Cholesky AE 18 1231.44 498  235.44 0.27 6 1.00
3  Independentpathway 124003 492 25603 886 0 -
ACE
Independent pathway
4 A GE. 21 124136 495 25136  10.19 3 0.02
Independent pathway
5 AT 18 1241367 498 24536  10.19 6 0.12
Independent pathway
6  AcE-AdE: without Ac 17 124136 499 24336  10.19 7 0.18
LSrE
7  Independent pathway 15 127805 501 27605  46.873 9 4.14*107
Ac-A<Es
8 Univariate 15 134526 501 34326  114.09 9 21510

Detailed results of calculated multi-trait structure equation models. -2LL: minus 2 log-likelihood value;
AIC: Akaike information criteriondf: degrees of freedom. Ac: Common genetic factors; Cc: Common
environmental factors; Ec: Common unique environmental factors; As: Specific genetic factors; Cs:
Specific common environmental factors; Es: Specific unique environmental factors.



Supplementary Table S3. Detailed model information regarding multi-trait classical twin models of
systolic and diastolic measurements

Difference to Difference to Difference to

Model =\ fodel name ~ Estimated - Model = Model by 1 0del  Full model  Full model
number parameters  -2LL df
2LL -df p
1 Cholesky ACE 38 167517 650  375.17
2 Cholesky AE 28 167572 660 35572 0.55 10 1.00
3  Independentpathway ., 1687.60 656 37560 1243 6 0.05
ACE
Independent pathway
4 P 28 1689.98 660  369.98  14.80 10 0.14
5  [ndependentpathway 168998 664 36198  14.80 14 0.39
AEAES
Independent pathway
6  AE-AE: without 22 169648 666 36448 2131 16 0.17
AE-GLS
Independent pathway
7 AE-A:E without 21 169648 667 36248 2131 17 0.21
AE~GLS and A-LStE
8 Indeperf‘j;tg athway 172645 668 39045 5128 18 4.82%10%
9 Univariate 20 180039 668 46439 12521 18 43241078

Detailed results of calculated multi-trait structure equation models. -2LL: minus 2 log-likelihood value;
AIC: Akaike information criteriondf: degrees of freedom. Ac: Common genetic factors; Cc: Common
environmental factors; Ec: Common unique environmental factors; As: Specific genetic factors; Cs:
Specific common environmental factors; Es: Specific unique environmental factors.



