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Category Gene name in MCODE1 N P-value
GO Biological Process
GTSE1. ESPLI, KIFC1, NDC80, KIF2C, CDC20,
TTK, CCNB2, KIF23, NUF2, TPX2, CENPA,
s gm NCAPG, PBK, CDK1, KIF11, SGOLI, KIF4A, i
Mitotio cell eyole CDCAS. KIF20A, CENPF. NEK2, SPC25, ANLN, >3 322x10
TOPOIL, SPAGS, ZWINT, CCNB1, PLK1, K1122,
CLNPL, BUBI, AURKA
KEGG Pathway
Oocyie meiosis ESPLI, CDC20, CCNB2, CDK1, SGOLI1, PTTGI, 8 659x10°
ST CCNBI, AURKA
Cell cycle ESPLI, CDC20, CCNB2, CDK 1, PITGI, CCNBL - 6 881x107
Category Gene name in MCODE2 N P-value
GO Biological Process
TYROBP, C1QA, C1QC, C1QB, CTSS, VCAMI,
Immune system process  PLLEK, CSFIR, FGL2, FYB, LCP2, PTPN6, BTK, 15 8.498x107
1GSI6, CSART
KEGG Pathway
Complement and CIQA, C1QC, C1QB, CSARI, ITGB2 5 1.64x10°
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Figure S3. Principal component analysis (PCA) of the metabolite profiles for LG and HG groups



