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Table S1. The results of genotyping DNA samples isolated from clinical bacterial strains on 
microarrays in the wells of the microtiter plate. 

BL type Strain Microarray genotyping 
No BL genes detected 
(N = 9) 

Escherichia coli  
(N = 2) 

N/D 

Klebsiella pneumoniae  
(N = 2) 

N/D 

Proteus mirabilis  
(N = 1) 

N/D 

Acinetobacter baumannii  
(N = 2) 

N/D 

Pseudomonas aeruginosa  
(N = 2) 

N/D 

Penicillinases 
(N = 6) 

Escherichia coli  
(N = 2) 

TEM-1-like (N = 2) 

Klebsiella pneumoniae  
(N = 2) 

SHV-1-like (N = 2) 

Serratia marcescens  
(N = 2) 

TEM-1-like (N = 2) 

ESBL(s) (including the 
presence of 
penicillinases) 
(N = 38) 

Escherichia coli  
(N = 10) 

TEM-1-like + SHV-5-like* (N = 2) 

CTX-M-1-like (N = 1) 

CTX-M-15-like* (N = 1) 

CTX-M-9-like (N = 1) 

TEM-1-like + CTX-M-15-like* (N = 2) 

TEM-1-like + CTX-M-23-like* (N = 1) 

TEM-1-like + CTX-M-9-like (N = 1) 

SHV-5-like* + CTX-M-9-like (N = 1) 
Klebsiella pneumoniae  
(N = 11) 

SHV-1-like + SHV-5-like* (N = 2) 

SHV-1-like + CTX-M-15-like* (N = 1) 

TEM-1-like + SHV-1-like + SHV-2-like*  
(N = 1) 

TEM-1-like + SHV-1-like + CTX-M-15-like* (N = 2) 

TEM-1-like + SHV-1-like + CTX-M-9-like  
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BL type Strain Microarray genotyping 
(N = 1) 

TEM-1-like + SHV-1-like + CTX-M-16-like* (N = 1) 

TEM-1-like + SHV-1-like+SHV-5-like* + CTX-M-1-
like (N = 2) 

TEM-1-like + SHV-1-like+SHV-5-like* + CTX-M-2-
like (N = 1) 

Enterobacter cloacae  
(N = 5) 

SHV-5-like* (N = 1) 

CTX-M-1-like (N = 1) 

TEM-1-like + CTX-M-1-like (N = 1) 

TEM-1-like + CTX-M-15-like* (N = 1) 

SHV-5-like + CTX-M-9-like (N = 1) 
Enterobacter aerogenes  
(N = 1) 

TEM-1-like + CTX-M-1-like (N = 1) 

Citrobacter freundii  
(N = 2) 

CTX-M-15-like* (N = 1) 

TEM-1-like + CTX-M-15-like* (N = 1) 
Proteus mirabilis  
(N = 4) 

TEM-1-like + CTX-M-1-like (N = 1) 

TEM-1-like + CTX-M-15-like* (N = 1) 

TEM-1-like + SHV-2-like* + CTX-M-2-like  
(N = 2) 

Providencia rettgeri  
(N = 2) 

CTX-M-15-like (N = 1) 

TEM-1-like + CTX-M-15-like* (N = 1)) 
Morganella morganii  
(N = 1) 

CTX-M-15-like* (N = 1) 

Salmonella infantis  
(N = 1) 

TEM-1-like + CTX-M-15-like* (N = 1) 

Serratia marcescens  
(N = 1) 

CTX-M-1-like 

Carbapenemase(s)  
(including the presence 
of penicillinases and 
ESBLs) (N = 12) 

Acinetobacter baumannii  
(N = 5) 

OXA-51-like + OXA-23-like (N = 1) 

OXA-51-like + OXA-40-like (N = 2) 

OXA-51-like + OXA-58-like (N = 2) 
Pseudomonas aeruginosa  
(N = 4) 

VIM-like (N = 4) 

Klebsiella pneumoniae  
(N = 5) 

SHV-1-like + ОХА-48-like (N = 1) 

SHV-1-like + NDM-like (N = 1) 

TEM-1-like + SHV-1-like + OXA-23-like + KPC-like 
(N = 1) 

TEM-1-like + SHV-1-like + CTX-M-15-like* + NDM-
like (N = 1) 

TEM-1-like + SHV-1-like + CTX-M-15-like* + OXA-
48-like (N = 1) 

*SHV-2-like (GE238/240SE substitution) 
  SHV-5-like (SHV_ID + GE238/240SK substitution) 
  CTX-M-15-like (D240G substitution) 
  CTX-M-23-like (P167T substitution) 
  CTX-M-16-like (D240G substitution) 




