
Supplementary Materials (Fig. 
S2) – Cell Cycle

Flow cytometric cell cycle analysis of human melanoma MDA-MB-435

cells, treated with MS47 and MS49 of 0.5 × GI50, 1 × GI50 and 2 × GI50

concentrations for (A) 24 h (B) 48 h and (C) 72 h compared to the control

cells and stained with propidium iodide (PI).
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Diploid 286.52 4.66 45.59 567.33 3.21 13.30 41.11 1.98 100.00 0.12
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Diploid 282.79 4.67 42.97 558.66 3.22 12.25 44.78 1.98 100.00 0.49

Maysaa MDA 240817 008.LMD

FL3 Lin

C
o
u
n
t

0 256 512 768 1024

0

111

222

332

443

Cycle
G1 

Mean

G1 

CV
%G1

G2 

Mean

G2 

CV
%G2 %S G2/G1 %Total B.A.D.

Diploid 291.02 4.95 33.94 577.85 4.06 18.02 48.04 1.99 100.00 3.08
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Diploid 311.18 8.83 39.66 622.87 11.18 12.89 47.45 2.00 100.00 1.08
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Diploid 292.74 7.15 44.11 583.76 4.57 11.02 44.88 1.99 100.00 1.16
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Diploid 296.53 7.63 46.50 584.86 6.20 10.80 42.70 1.97 100.00 1.51
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Diploid 303.79 7.92 43.02 605.36 8.76 10.64 46.34 1.99 100.00 0.77
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Diploid 297.07 6.53 42.51 594.49 3.66 11.45 46.05 2.00 100.00 1.16
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Diploid 302.91 6.70 47.14 601.73 3.47 12.09 40.77 1.99 100.00 0.31

M cell cycle 150917 017.LMD

FL3 Lin

C
o
u
n
t

0 256 512 768 1024

0

88

177

265

353

Cycle
G1 

Mean

G1 

CV
%G1

G2 

Mean

G2 

CV
%G2 %S G2/G1 %Total B.A.D.

Diploid 292.96 6.93 38.14 582.93 3.78 12.84 49.02 1.99 100.00 2.86
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Diploid 292.96 6.93 38.14 582.93 3.78 12.84 49.02 1.99 100.00 2.86
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Diploid 300.10 6.84 49.98 597.56 3.18 12.35 37.68 1.99 100.00 0.64
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Diploid 304.75 4.94 43.56 600.20 3.58 11.53 44.91 1.97 100.00 0.72

Maysaa CC 180917 007.LMD

FL3 Lin
C
o
u
n
t

0 256 512 768 1024

0

79

157

236

314

Cycle
G1 

Mean

G1 

CV
%G1

G2 

Mean

G2 

CV
%G2 %S G2/G1 %Total B.A.D.

Diploid 392.42 7.58 36.02 779.17 4.40 8.50 55.49 1.99 100.00 4.45

G0/G1 42%
S 40%
G2/M 18%

G0/G1 38%
S 48%
G2/M 16%

G0/G1 45%
S 40%
G2/M 15%

G0/G1 41%
S 44%
G2/M 15%

G0/G1 42%
S 54%
G2/M 5%

G0/G1 38%
S 49%
G2/M 13%

G0/G1 43%
S 41%
G2/M 16%

B)



MS47 (0.5 × GI50) MS47 (1 × GI50) MS47 (2 × GI50) Control 

MS49 (0.5 × GI50) MS49 (1 × GI50) MS49 (2 × GI50)

Maysaa 210917 Cell Cycle 014.LMD

FL3 Lin

C
o
u
n
t

0 256 512 768 1024

0

100

200

300

400

Cycle
G1 

Mean

G1 

CV
%G1

G2 

Mean

G2 

CV
%G2 %S G2/G1 %Total B.A.D.

Diploid 311.90 6.57 43.06 618.50 3.94 8.51 48.44 1.98 100.00 0.48
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Diploid 317.38 6.79 41.12 628.19 3.38 9.80 49.08 1.98 100.00 1.69
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Diploid 307.52 6.03 38.92 613.58 3.58 10.76 50.32 2.00 100.00 2.85
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Diploid 354.93 7.94 49.29 734.82 3.03 0.89 49.82 2.07 100.00 15.36
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Diploid 313.27 7.05 42.57 615.10 4.01 8.58 48.85 1.96 100.00 0.56
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Diploid 310.01 5.86 39.89 613.48 3.36 10.63 49.49 1.98 100.00 2.80
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