
Table S1. Partial homopurine and homopyrimidine sites within the SARS-CoV-2 genome. 

 
Sequence Type 

(base #) 
Target Sequence 

(5’-3’) 
Sequence 

Length 
Number of 
Mutations 

Homopurine 
(1801-1821) AAAAGGAAAAGCTAAAAAAGG 19 nt 2 

Homopurine 
(13610-13625) AAGAAAAGGACGAAGA 15 nt 1 

Homopurine 
(29378-29399) 

AAAAAGGACAAAAAGAAGAAGG 21 nt 1 

Homopyrimidine 
(21725-21742) 

TTCTTACCTTTCTTTTCC 17 nt 1 

Homopyrimidine 
(25700-25717) 

CCCCTTTTCTCTATCTTT 17 nt 1 

Homopyrimidine 
(26296-26313) 

CTTCTTTTTCTTGCTTTC 17 nt 1 


