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Supplementary Figure S8. Hill curves of log (r/(1 − r)) vs log[Lf] for the binary systems IBU-HSA complex in T = 308 K (■); T = 310 K (●); T = 312 K (▲); T = 314 K (◆), (a) λex = 275 nm – tryptophan + tyrosine, (b) λex = 295nm - tryptophan, (c) differential spectrum - tyrosine, pH  =7.4. 
