Supplementary Materials

Real-Time Tau Protein Detection by Sandwich-Based

Piezoelectric Biosensing: Exploring Tubulin as a Mass Enhancer
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Figure S1. Linear correlation of the direct assay in HBS-EP buffer (black) and aCSF (green) calculated

within the 0-250 nM range of tau concentration.

[ O Sandwich assay in aCSF|

50
P
//

N 404
T /
< /
« /
L>). /
§ 307 d
=] /
o /
8 /
w yd
20 /
@ | Coefficient values * one standard deviation|
y a =10.4+1.49
/ b =0.35829 + 0.0261
ﬁ% g R’= 0.989525;
10 +
I I I I I I 1
0 20 40 60 80 100 120

Tau protein conc. (nM)

Figure S2. Linear correlation of the sandwich assay in aCSF calculated within the range 1-100 nM of Tau

protein.
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Figure S3. Sketched representation of the putative orientation of Tau protein after its primary recognition by
antibody immobilized on the QCM surface. If mADb1 is used as the primary receptor (A), the repeated tubulin
binding domain is exposed toward the bulk. On the contrary, the direct recognition of Tau by mAb2 leads to
the unfavorable orientation of tubulin binding domain (B), which is likely exposed on the sensor surface. The

two assets result in the ability or inability of tubulin to act as a secondary receptor in a sandwich format.



