Supplementary Materials

S1 Figure A. Distribution of sampling sites for long distance dispersers with phylogenetic breaks.
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S1 Figure B. Distribution of sampling sites for short distance dispersers with phylogenetic breaks.
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S1 Figure C. Distribution of sampling sites for long distance dispersers without
phylogenetic breaks.
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S1 Figure D. Distribution of sampling sites for short distance dispersers (both algae) without
phylogenetic breaks.
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