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Supplementary Figure S1 Nucleotide sequence and deduced amino acid sequence of 

CgCFEM1. Shading indicates the amino acid sequences of the signal peptide. Shading 

in grey indicates the region of the signal peptide, red font indicates the conserved 

cysteine residue, underline indicates the region of the CFEM domain, and the asterisk 

indicates the position of the stop codon. 

 

Supplementary Figure S2 Strategies and diagnosis for the knockout mutants and 

complementary mutants of CgCFEM1. (A) The schematic diagram of the CgCFEM1 

knockout. Primers of diagnosis are marked with black triangles. (B) Diagnosis for 



flanking regions and CgCFEM1 nucleotide sequences in the ΔCgCFEM1 mutants; 

ΔCgCFEM1: the knockout mutants; WT: wild type. (C) The schematic diagram of 

CgCFEM1 complementation. (D) Diagnosis for CgCFEM1 nucleotide sequences 

(CgCFEM1) and their native promoter (P+ CgCFEM1). The DNA marker DL2000 was 

used for the fragment size analysis. 

 

Supplementary Figure S3 Colony morphology and diameter of C. gloeosporioides 

strains cultured on minimal medium (MM). Scale Bar = 1 cm. (A) Colony morphology 

after growth on MM for 3 days. (B) Colony diameter after growth on MM for 3 days. 

Bars represent standard deviations (SD). 


