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Supplementary Tables 

Supplementary Table S1. Primers used in TAIL PCR. 

Primer Primer sequence（5′-3′） 
TL1 TCCCAGATAAGGGAATTAGGGTTCCTA 
TL2 GTTCCTATAGGGTTTCGCTCATGTGTTG 
TL3 CCAGTACTAAAATCCAGATCCCCCGA 
AD1 NTCGA(G/C)T(A/T)T(G/C)G(A/T)GTT 
AD2 NGTCGA(G/C)(A/T)GANA(A/T)GAA 
AD3 (A/T)GTGNAG(A/T) ANCANAGA 
AD4 NGTA(G/C)A(G/C)(A/T)GTNA(A/T)CAA 

 
Supplementary Table S2. Primers were used to knock out vector. 

Primer  Primer sequence（5′-3′） 
gRNA1 GTTGGCGCGCCGCCCGGGGAGGTG 
gRNA2 AAACCACCTCCCCGGGCGGCGCGC 
gRNA3 GTTGGACCGAGAAGAGGCCCGACA 
gRNA4 AAACTGTCGGGCCTCTTCTCGGTC 

 
SupplementaryTable S3. Primers were used to construct overexpression vectors. 

Primer  Primer sequence（5′-3′） 
OsOFP6-Flag-BamH I GGATCCATGGGGAGGCACAAGTTCAG 
OsOFP6-Flag-Kpn I GGTACCCATCTTGATGTCCGCGAGGT 

 
 
 
 
 
 



  

Supplementary Table S4. Primers used in this study for gene expression analysis by qRT-PCR. 

Primer  Primer sequence（5′-3′） 
ACTIN1-F TGCTATGTACGTCGCCATCCAG 
ACTIN1-R AATGAGTAACCACGCTCCGTCA 
RT-OsOFP6-F CGTCGACGTGTTCGAGCATA 
RT-OsOFP6-R GGATTCACCATGCAAGACAAGA 
Q-OsCPS-F TCTCCCCTTCAGCTACTGCT 
Q-OsCPS-R ACGCCTCCGTCGAATTTCTT 
Q-OsKAO-F CTTCCTCCATCATTTTCTCC 
Q-OsKAO-R AAGCAGTTGTCCACAGGC 
Q-GA3ox1-F TGATTGCAATTATCCATGCCAG 
Q-GA3ox1-R TCCTGGTTCTACAGTGAAACTC 
Q-OsGA13ox-F AGAAGTGGAGAAAAGACTACGG 
Q-OsGA13ox-R CAATGATCTTTCTCTGGTGTGC 
Q-GA20ox3-F CTACCGGTCGGACACCAACA 
Q-GA20ox3-R TTTGCTTGATCCAGGCGACG 
Q-OsGID2-F AGAGAGCCGTGGTAATGAGG 
Q-OsGID2-R AAGACCTTGGACTCTGGAGC 
Q-SLR1-F GACGTCAACGAACGCTCAATT 
Q-SLR1-R CGGAGTCCAGTCGTCGATCT 
Q-D2-F GCTCAAGAGGCGAAAAACCG 
Q-D2-R ACCGCAGCGTCTCTGTTATC 
Q-D11-F TCACTGCTCCAGGTATGGGA 
Q-D11-R ATGAATTGGCCTGGGGTAGC 
Q-CPD-F CCCACCACACGAACTCTCAA 
Q-CPD-R AAGAGCAGCTGCAAAACGAC 
Q-DWARF-F CACCAGGGAGAAGCTCACAG 
Q-DWARF-R TCTTCGGGCGCTTTACCTTT 
Q-DWARF4-F GAAGAGCGGGTTGAGAAGC 
Q-DWARF4-R CAGAGCCCATCCGAGAAGA 
Q-BZR1-F CCATGGAGATAGAAGGGACGG 
Q-BZR1-R GTCACCCTCCCCTTGTCGAA 

 
Supplementary Table S5. Primers were used for hygromycin verification. 

Primer  Primer sequence（5′-3′） 
HPT-F TGTTGGCGACCTCGTATTGG 
HPT-R CTTCGATGTAGGAGGGCGTG 

 
 
 
 
 
 



  

Supplementary Table S6. Primers were used for coseparation analysis. 

Primer  Primer sequence（5′-3′） 
P1 AAGATCGCAATTCGCAAGGT 
P2 CGTAGGATCGTGTGGTAATGAA 
P3 CGTCCGAGGGCAAAGAAATAG 

 
 
Supplementary Table S7. Primers were used to construct subcellular localization vector. 

Primer  Primer sequence（5′-3′） 
OsOFP6-GFP-BamH I TCTAGACATGGGGAGGCACAAGTTCAG 
OsOFP6-GFP-Xba I GGTACCTTGAGACTGAGCTCTTCCG 

 
Supplementary Table S8. Primers were used to construct protein interaction vectors. 

  
Y-OsOFP6-F atatggccatggaggccGAATTCATGGGGAGGCACAAGTTCAGG 
Y-OsOFP6-R atgctagttatgcggccgCTGCAGCTACATCTTGATGTCCGCGAGG 
Y-E3BB-F CCGGAATTCTCATCAATGGCAACTCCA 
Y-E3BB-R CGCGGATCCCACAACGCAAACATCACC 
BI-OsOFP6-F tggcgcgccactagtggatccATGGGGAGGCACAAGTTCAGG 
BI-OsOFP6-R agcggtaccctcgaggtcgacCATCTTGATGTCCGCGAGGT 
BI-E3BB-F tggcgcgccactagtggatccATGGCAACTCCAAATACCTATTCA 
BI-E3BB-R agcggtaccctcgaggtcgacCCCAAATACCTCCTCATTGCA 
cLU-OsOFP6-F tacgcgtcccggggcggtaccATGGGGAGGCACAAGTTCAGG 
cLU-OsOFP6-R acgaaagctctgcaggtcgacCTACATCTTGATGTCCGCGAGG 
nLU-E3BB-F cgagctcggtacccgggatccATGGCAACTCCAAATACCTATTCA 
nLU-E3BB-R cgcgtacgagatctggtcgacCCCAAATACCTCCTCATTGCA 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



  

Supplementary Figures 

 

 

Supplementary Figure S1. PCR assay revealed that the mutant was co-isolated with T-DNA 
insertion. M: marker 2000bp, 1: positive control, 2: wild-type plant, 3-12: mutants 
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