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Supplementary Materials:

Table S1. Expression levels of miRNAs in PC3 prostate cancer cell line. RT-qPCR analysis of
miRNAs relative to their levels in control group without any treatment. RNU6 housekeeping gene
was used for normalization of expression and gene relative expression was employed by the ACT
expression/ACT control ratio. Regarding irradiations, cells were irradiated in three fraction of 2.5
Gy - 1x2.5 Gy, 2x2.5 Gy, and 3x2.5 Gy were the first, second and third fraction respectively.

Sample miR-95 miR-106-5p miR-145-5p miR-541-3p
Control 0 Gy 1.0£0.1 1.0+0.1 1.0+0.5 1.0+0.3
Control 1x2.5 Gy 03+0.1 6.7+0.3 6.7+0.7 0.2+0.0
Control 2x2.5 Gy 2.0+0.4 6.2+0.4 73+0.1 1.2+0.3
Control 3x2.5 Gy 24+04 45+19 5.6+0.9 25+07
AuNP: +0 Gy 0.7+0.3 0.9+0.2 0.4+0.1 0.5+0.1
AuNP:+1x2.5 Gy 27.8+15.0 19+1.1 57+0.3 16.3+0.8
AuNP: + 2x2.5 Gy 29+1.6 43+18 4.7 +3.6 22+13
AuNP: + 3x2.5 Gy 9.8+54 2.2+0.0 23+13 8.6+1.1

Table S2. Expression levels of miRNAs in DU145 cell line. qPCR analysis of miRNAs relative to
their levels in control group without any treatment. RNU6 was used for normalization of expression.
Gene relative expression was employed by the ACT expression/ACT control ratio. Regarding
irradiations, cells were irradiated in three fraction of 2.5 Gy — 1x2.5 Gy, 2x2.5 Gy, and 3x2.5 Gy were
the first, second and third fraction respectively.

Sample miR-95 miR-106-5p miR-145-5p miR-541-3p
Control 0 Gy 1.0+0.3 1.0+0.0 1.2+1.0 1.0+0.1
Control 1x2.5 Gy 0401 11+04 1.0£0.3 02+0.1
Control 2x2.5 Gy 02+0.1 0.7+0.1 0.5+0.4 0.1+0.0

Control 3x2.5 Gy 1.2+0.8 1.2+04 1.6+1.3 0.3+0.1




AuNP: + 0 Gy 02+0.1 05+0.0 04+02 0.1+0.0
AuNP:+1x2.5 Gy 0.2+0.1 0.8+0.0 1.0+0.1 0.1+0.0
AuNP: + 2x2.5 Gy 04+0.2 05+0.1 05+0.1 02+0.1
AuNP: + 3x2.5 Gy 04+02 0.8+0.1 1.1+0.1 0.3+0.0
Table S3. Expression levels of miRNAs in LNCaP cell line was evaluated by qPCR analysis of
miRNAs relative to their levels in control group without any treatment. RNU6 was employed for
normalization of expression and gene relative expression was used by the ACT expression/ACT
control ratio. Regarding irradiations, cells were irradiated in three fraction of 2.5 Gy - 1x2.5 Gy,
2x2.5 Gy, and 3x2.5 Gy were the first, second and third fraction respectively.
Sample miR-95 miR-106-5p miR-145-5p miR-541-3p
Control 0 Gy 1.0+0.4 1.0+0.1 1.0+0.1 1.0+£0.3
Control 1x2.5 Gy 3.2+4.0 6.4+0.8 35+0.6 8.8+0.6
Control 2x2.5 Gy 26+0.4 1.3+0.1 1.4+0.2 1.3+0.2
Control 3x2.5 Gy 34+0.1 1.8+0.8 1.8+0.9 22+04
AuNP: +0 Gy 1.2+0.6 0.8+0.1 0.7+0.6 1.2+04
AuNP:+1x2.5 Gy 22+0.9 1.7+0.0 25+0.2 24+03
AuNP: + 2x2.5 Gy 23+04 1.3+0.6 1.0+04 24+1.8
AuNP: + 3x2.5 Gy 1.8+1.1 1.3+0.1 0.8+0.3 1.5+0.0
Table S4. Expression levels of miRNAs in HPrEpiC, non-tumor cell line. qPCR was used to
evaluated miRNAs expression and the results were normalized to RNU6. Gene relative expression
was used by the ACT expression/ACT control ratio. Regarding irradiations, cells were irradiated in
three fraction of 2.5 Gy — 1x2.5 Gy, 2x2.5 Gy, and 3x2.5 Gy were the first, second and third fraction
respectively.
Sample miR-95 miR-106-5p miR-145-5p miR-541-3p
Control 0 Gy 1.0+0.3 1.0+0.0 1.2+1.0 1.0+0.5
Control 1x2.5 Gy 24+04 1.9+04 1.3+1.0 25+0.2
Control 2x2.5 Gy 4.0+0.8 35+0.1 43+28 1.5+2.0
Control 3x2.5 Gy 2.7+0.1 22+1.0 1.2+0.1 1.6+0.2
AuNP: + 0 Gy 1.0+0.8 1.0+0.0 0.4+0.1 0.7+0.2
AuNP:+1x2.5 Gy 36+2.1 2.8+0.2 2.8+0.8 23+0.4
AuNP: + 2x2.5 Gy 4207 20+0.6 1.1+04 21+13
AuNP: + 3x2.5 Gy 3.6+25 2.7+0.1 22+04 44+05



