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Figure S1. Scatter plot of FOD contrast / OGT contrast relationship.
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Figure S2. Aligned disorder (uL24) and corresponding WebLogo.
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Figure S3. Aligned disorder (Acyl carrier protein) and corresponding WebLogo
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Figure S4. Aligned disorder (Spore protein) and corresponding WebLogo.
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Figure S5. Aligned disorder (bL19) and corresponding WebLogo.
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Figure S6. Aligned disorder (bS21) and corresponding WebLogo.
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Figure S7. Aligned disorder (uS14) and corresponding WebLogo.
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Figure S8. Aligned disorder (bL.28) and corresponding WebLogo.
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Figure S9. Aligned disorder (Cupin) and corresponding WebLogo.
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Figure S10. Aligned disorder (uS14) and corresponding WebLogo.
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Figure S11. Aligned disorder (Rubredoxin) and corresponding WebLogo. The WebLogo has been limited
to 100 first positions because of truncation.



