
Figure S1. Comparison of Vps22 amino acid sequences between Homo sapiens, Saccharomyces cerevisiae and 
Entamoeba histolytica.



Figure S2. Comparison of Vps22 amino acid sequences between Homo sapiens, Saccharomyces cerevisiae and 
Entamoeba histolytica.



Figure S3. Comparison of Vps36 amino acid sequences between Homo sapiens, Saccharomyces cerevisiae and 
Entamoeba histolytica.



E. histolytica

H. sapiens

S. cerevisiae

Vps22

12 217

6 225

237

258

214

233

11

1

1

1

Vps25

E. histolytica

H. sapiens

S. cerevisiae

11 137

171

145

176

183

202

21

10

1

1

1

Vps36

E. histolytica

H. sapiens

S. cerevisiae

1

7 213

235

370

385941  7

154

1  7 169 566

549323162113

B

C

A

Figure S4. EhVps22, EhVps25, and EhVps36 proteins conserve the WH domains. 



Figure S5. Predicted model of EhVps22, EhVps25, and EhVps36 MDS results
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