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Supplemental  Figure S1. Dissociation curve analysis of qPCR amplification for mouse CCK-BR and mouse gastrin (for Figure 1).  
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Supplemental  Figure S2. Representative dissociation curve analysis of qPCR amplification for different genes using total RNA from mouse tumors 

(Figure 5). The figure shows single peak in the dissociation curve analysis in each case indicative of single amplicon formed following PCR 

amplification(specificity) in case of all genes. 



 

  
Supplemental Figure S3. Gene interaction network map for hepatic fibrosis signaling pathway. This network consist of the following genes: 

(Akt1, Bcl2, Ccl5, Ccnd1, Cdkn1b, Ctnnb1, Flt1, Fzd7, Hras, Itgb1, Kdr, Lef1, Myc, Nfkb1, Nras, Pdgfra, Pten, Ptk2, Rac1, Rhoa, Smad4, Smad7, Stat3, 

Tcf4, Tgfb1, Tgfbr2, Tlr4, Vegfa, Yap1) which are part of Qiagen RT2 Profiler PCR Array Mouse Liver Cancer (Cat. #330231) as described in 

Materials & Methods. The genes are highlighted as pink circles and squares. The figure shows that hepatic stellate cells contribute to 

fibrogenesis during liver injury transitioning them from quiescent to proliferative, migratory and fibrogenic phenotype. In the presence of 

proglumide, this fibrosis phenotype is greatly diminished. Gene interaction network map has been generated using IPA (Qiagen).  



 

  

Suppplemental Table S1: Raw Ct Data and calculation of Relative expression data from the raw Ct data 
Ct data 

Gene

Control1 Control2 Control3 Control4 Progl1 Progl2 Progl3 Progl4

PD-1Ab-1 PD-1Ab-2 PD-1Ab-3 PD-1Ab-4

COMBO-1 COMBO-2 COMBO-3 COMBO-4

Zeb-1 21.985 22.5252 21.8594 20.8702 20.6484 23.5412 25.3259 22.025 27.806 25.7773 25.0329 24.5361 20.8736 22.2171 22.3209 23.107

Zeb-2 23.6355 23.4742 22.4843 21.9316 21.3468 25.0289 26.3819 23.0256 27.2923 27.6724 25.4134 26.394 20.7067 23.1684 23.7626 22.8486

Vimentin 20.7373 20.9688 19.9141 19.6446 19.1269 22.9789 24.1989 21.1025 26.9766 25.2694 24.3401 24.2616 18.0991 21.3182 23.102 21.303

Acta2 26.0525 24.7087 23.9509 22.0198 23.4871 26.0466 27.426 25.7459 29.1082 30.5372 27.1597 28.0108 23.0235 25.5081 25.1794 25.0056

Hprt 25.1296 25.1959 24.4028 23.214 22.7321 26.4607 27.5783 24.1545 30.0551 30.3617 27.7509 27.6681 21.2653 24.2266 24.3483 24.6616

Fold Change (Relative expression)

Gene Control1 Control2 Control3 Control4 Progl1 Progl2 Progl3 Progl4

PD-1Ab-1 PD-1Ab-2 PD-1Ab-3 PD-1Ab-4

COMBO-1 COMBO-2 COMBO-3 COMBO-4

Zeb-1 1 0.72 0.66 0.57 0.48 0.8 0.54 0.49 0.54 2.71 0.74 0.99 0.15 0.46 0.46 0.33

Zeb-2 1 1.17 1.34 0.86 0.93 0.96 0.82 0.78 2.41 2.29 1.79 0.86 0.52 0.74 0.53 1.21

Vimentin 1 0.9 1.07 0.57 0.58 0.53 0.5 0.39 0.4 1.63 0.51 0.5 0.43 0.36 0.11 0.49

Acta2 1 2.66 2.59 4.34 1.12 2.53 2.11 0.66 3.65 1.68 2.86 1.5 0.56 0.8 1.07 1.49

Ct data 

Control1 Control2 Control3 Control4 Prog1 Prog2 Prog3 Prog4 PD-1Ab-1 PD-1Ab-2 PD-1Ab-3 PD-1Ab-4 COMBO1 COMBO2 COMBO3 COMBO4

Col1(α)1 28.2784 28.0657 26.3864 26.1612 32.1462 29.4827 30.0847 29.5289 26.032 30.4616 30.6332 28.1022 24.0922 26.906 26.8582 24.4892

Hprt 26.6756 26.9128 24.6408 24.7215 30.6653 27.2431 28.5636 27.318 24.0065 28.7814 28.6616 26.0213 21.6744 24.6568 25.0439 23.3933

Col1(α)1 was analysed at different time  on the the same RNA but  c-DNA prepared again newly, thus along with Col1(α)1,  Hprt was also run again as reference.

Fold Change  (Relative expression)

Control1 Control2 Control3 Control 4 Pog1 Pog 2 Pog 3 Pog 4 PD-1Ab-1 PD-1Ab-2 PD-1Ab-3 PD-1Ab-4 COMBO1 COMBO2 COMBO3 COMBO4

Col1(α)1 1 1.366 0.91 1.11 1.09 0.638 1.058 0.6564 0.746 1.118 1.29 0.718 0.5684 0.6488 0.87 0.71

Effect of Proglumide , PD1-Ab and Combo on  RIL-175 (Coumns labeled shown in the order as presented in Fig5)

Gene Control PD-1Ab Prog COMBO  P value Combo

Zeb-1 0.74 ± 0.10 1.24 ± 0.49 0.59 ± 0.09 0.35 ± 0.07 0.017

Zeb-2 1.09 ± 0.10 1.83 ± 0.35 0.87 ± 0.043 0.75 ± 0.16 NS

Vimentin 0.89 ± 0.11 0.76 ± 0.29  0.5 ± 0.04  (P=0.018) 0.36 ± 0.08 0.01

Col1(α)1 1.10 ± 0.0.099 0.96 ± 0.14 0.86 ± 0.12 0.70 ± 0.0.06 0.01

Acta2 2.64 ± 0.68 2.42 ± 0.50 1.60 ± 0.43 0.98 ± 0.19 0.05

(p value)*



 

Supplemental Table S2: Effect of Proglumide treatment on gene expression in Hepa1-6 cells after 8 and 24 hrs at 20 nM and 40 nM dose

Gene Control (8hr) 20nM (8hr) 40nM (8hr) Gene Control (24hr) 20nM (24hr) 40nM (24hr)

Zeb-1 1 1.07 0.96 Zeb-1 1 0.83 0.91

Zeb-2 1 1.02 0.9 Zeb-2 1 0.98 1.1

Vimentin 1 0.91 0.95 Vimentin 1 0.86 0.92

Col1(α)1 1 0.39 0.44 Col1(α)1 1 0.46 0.52

Acta2 1 0.84 0.75 Acta2 1 0.77 0.74
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Supplemental Table S3:  Up-Regulated Genes Control Versus Proglumide 

 

              

 

 

 



 

gene_id Proglumide Control log2FoldChange pvalue gene_name gene_chr gene_biotype gene_description 
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Supplemental Table S4:  Down- Regulated Genes Control Versus Proglumide 
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