Table S1. Summary of transcriptome sequencing data.

Raw Data Raw Data Valid Data Valid Data Valid Ratio

Sample Read Base Read Base (reads) Q20% Q30% GC content%
S0_1 45,944,336  6.89G 45,381,766  6.81G 98.78 99.68  96.89 46.5
S0_2 46,147,772  6.92G 45,672,436  6.85G 98.97 99.63 96.79 46.5
S0_3 56,896,248 8.53G 56,095,986  8.41G 98.59 99.5 95.34 46.5
S1_1 46,366,224  6.95G 44,788,004 6.72G 96.6 99.36  95.82 46.5
S1.2 46,445,136  6.97G 45,910,946  6.89G 98.85 99.52 96.45 47
S1.3 52,275,366  7.84G 49,349,172  7.40G 94.4 99.38  96.07 46.5
S2_1 49,100,766 737G 48,519,316  7.28G 98.82 99.54 96.43 46.5
S22 41,965,700 6.29G 41,491,120 6.22G 98.87 9948 96.44 47
S2_3 48,852,286 733G 48,337,902  7.25G 98.95 99.73  95.36 47




Table S2. Statistics date of the alignment between valid reads and reference genome.

Unique Mapped

Multi Mapped

Reads map to

Reads map to

Sample Validreads Mapped reads reads reads PE Mapped reads sense strand  antisense strand Non-splice reads  Splice reads
S0_1 45381766  40305253(88.81%) 29492498(64.99%) 10812755(23.83%) 36481492(80.39%) 19368150(42.68%) 19415396(42.78%) 22195630(48.91%) 16587916(36.55%)
S0_2 45672436  40507092(88.69%) 29725357(65.08%) 10781735(23.61%) 36351772(79.59%) 19439062(42.56%) 19506384(42.71%) 21722037(47.56%) 17223409(37.71%)
S0_3 56095986 49495423(88.23%) 35691317(63.63%) 13804106(24.61%) 44167792(78.74%) 23744425(42.33%)23816119(42.46%) 27167921(48.43%) 20392623(36.35%)
S1_1 44788004 39018973(87.12%) 28689454(64.06%) 10329519(23.06%) 33163544(74.05%) 18732057(41.82%) 18778870(41.93%) 20953209(46.78%) 16557718(36.97%)
S1.2 45910946  40504701(88.22%) 28875734(62.90%) 11628967(25.33%) 36193334(78.83%) 19192335(41.80%) 19254088(41.94%) 21822790(47.53%) 16623633(36.21%)
S1_3 49349172 42871978(86.87%) 31706010(64.25%) 11165968(22.63%) 35499908(71.94%) 20556663(41.66%)20617923(41.78%) 23911105(48.45%) 17263481(34.98%)
521 48519316  42940895(88.50%) 31197250(64.30%) 11743645(24.20%) 38401442(79.15%) 20546864(42.35%)20603463(42.46%) 23729446(48.91%) 17420881(35.91%)




522 41491120 36582367(88.17%) 26359475(63.53%) 10222892(24.64%) 32455674(78.22%) 17435004(42.02%) 17477657(42.12%) 20059626(48.35%) 14853035(35.80%)

523 48337902  42983832(88.92%) 27778574(57.47%) 15205258(31.46%) 39138142(80.97%) 19485352(40.31%) 19566866(40.48%) 24203847(50.07%) 14848371(30.72%)




Table S3. Reference genes and primers used for quantitative real-time PCR analysis.

Locus

Primer sequence (5'-3")

4CL3 (B06g099190)
C4H (Bo5g052100)
CHI (Bo9¢177250)
DFR (Bo2g116380)
DFR (B093058630)
DXS (Bo7g103850)
F3'H (B09g174880)
F3H (Bo83081770)
TT19 (Bo9g161480)

Actin (Bolg116200)

F: GAGATGAAGTGGCTGGAGAAG
R: TGGGAATGGAGGGAACAAAG

F: GTATGTGCCGTTTGGTGTTG

R: GTATCCACTTTAGACTGTCCCG

F: ATCACTTACCGTTTCTCAGCC

R: TCCCTACCACATTCGCATTC

F: TCGGGATTCATCGGTTCATG

R: TTCGTCAGATAAATCGGTGGG

F: AGCCGATTTATCTGACGAAGG

R: TTATCCCCAACACTCCATTCAC

F: CGCATGTGGTTCAGTTTCTITG

R: GCTATATGAGACGGCATAAGTCC
F: GCCCGCACTTGATTGTITAG

R: CATGTCCGTGTGCTITTTGATC

F: ACCGTGTATCCGCITAAAGTG

R: TCCTTGTGGTCATGCTCTTC

F: GCTGATGTTGAGGTGGGTITAC

R: TTGTCGTATATGTCCAAGACCAC
F: GGTCGTGACCTTACTGATTACCTCA
R: GAAGTCTCCATCTCCTGCTCGT




Table S4. Positive related DEGs in the gene co-expression analysis.

Datal Data2 rho p-value Datal Data2 rho p-value
Bo8g081770  Bo9gl77250  0.9924252  1.23631E-07  4CL3 MSTRG.20312  0.8709524  0.002235517
Bo3g023240  Bo8g081770 0986839  8.50121E-07 4CL3 Bo9g017560 0.8694323  0.002325439
Bo8g081770  MSTRG.22323 09797221  3.83286E-06  4CL3 Bo3g065330 0.8677186  0.002429778
Bo3g023240  Bo9gl77250 0978684  4.56008E-06 4CL3 ATDFD 0.8671983  0.002462081
4CL3 MSTRG.11229  0.9765148  6.3879E-06  B05g030290  Bo8g081770 0.8638904  0.002674444
Bo2g055220  Bo9gl77250  0.9758722  7.01644E-06 4CL3 153;’52(;5(;) P7490:B0280 ) se3ng04 0002714802
APX4 Bo9g177250  0.9684753  1.77594E-05 Bo6g121430 Bo8g081770 0.8599344  0.002944597
APX4 Bo8g081770  0.9676253  1.94764E-05 Bo8g077260 Bo8g081770 0.8595603  0.00297108
4CL3 Bo8g081770  0.9664892  2.19507E-05 Bo9gl177250 GLUI 0.8593887  0.002983284
Bo2g055220  Bo8g081770  0.9644416  2.69604E-05 Bo8g081770 SBPASE 0.8585852  0.003040871
4CL3 MSTRG.22323 0.9642225  2.75403E-05 Bo5g030290  Bo9g177250 0.8579847  0.003084407
Bo9g177250 ~ MSTRG.22323 0.9617281  3.47814E-05 Bo8g081770  Bo9g017560 0.8570926  0.003149882
Bo5g049100  Bo8g081770  0.9613751  3.59048E-05 BoVgl06470 Bo9gl77250 0.856419  0.003199944
4CL3 Bo3g091610  0.9613033  3.61362E-05 Bolgl33310 Bo9g177250 0.8508362  0.003636118
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0.8157112
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0.004942085
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0.8912478

0.8907101
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0.7752907
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0.7656181
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0.009929051
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0.01616909
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4CL3
Bo3g036060
Bo2g064700
Bo7g003670
Bo8g020530
Bo5g009730
Bo3g036060
Bo5g130300
ATDFD
4CL3
Bo5g009730
Bol1g133310
Bo7g106470
Bo8g081770

4CL3

Bo2g064700
Bo9g177250
Bo9g177250
Bo9g177250
Bo9g177250
Bo8g081770
Bo8g081770
Bo8g081770

B09g177250
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Bo9g177250
Bo8g081770
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0.8956779

0.8923614
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0.8898346

0.8894413

0.8892099

0.8883099

0.8875015
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0.8791832

0.8780305

0.001063735

0.001088838

0.001210819
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0.001274958
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0.001325815
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PEX11D

Bo5g073010

B09g177250

Bo3g066140;Bo3g0

66150

Bo9g166510;Bo9¢g1

66500
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Bo8g081770
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Bo5g130300

Bo9g177250

0.8744428

0.002038179

Table S5. Negative related DEGs in the gene co-expression analysis.

Datal Data2 rho p-value Datal Data2 rho p-value
Bo9g177250 MSTRG.15380 -0.9677876 1.91397E-05 Bo5g009840 Bo8g081770 -0.8413437  0.004468643
Bo8g081770 MSTRG.15380 -0.9499618 8.78566E-05 4CL3 Bo3g037630 -0.8401011  0.004586467
Bo9g177250 MSTRG.36902 -0.9290215 0.000292499 4CL3 SKS1 -0.8374456  0.004845347
Bo3g037630 Bo9g177250 -0.9283764  0.000301716  Bo6g032890  Bo9g177250 -0.8364381  0.00494612
Bo6g093040 Bo9g177250 -0.9280117  0.000307015 4CL3 B09g153840 -0.833808  0.005215945
Bo9g177250 MSTRG.5945  -0.9278001 0.00031012  4CL3 Bo3g163990 -0.8326499  0.005337883
Bo6g093040 Bo8g081770 -0.9256051  0.000343637 4CL3 RIP2 -0.8301929  0.005602992
B09g172240 Bo9g177250 -0.916164  0.000517136  Bo3g004170  Bo8g081770 -0.829579  0.005670599
Bo9g177250 IQD16 -0.9156711  0.000527595 Bo3g184380 Bo9gl177250 -0.8287612  0.005761534
Bo4g195410 Bo9g177250 -0.9154704 0.000531896 Bo7gl18740 Bo8g081770 -0.8275286  0.005900463
Bo9g177250 ENODL14 -0.9148758 0.00054478  4CL3 Bo4g195410 -0.82746 0.005908262
Bo9g177250 RIP2 -0.912969  0.000587577  4CL3 B02g006660 -0.8268015  0.005983478
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0.01104485
0.01141765
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Bo3g004170
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Bo6g072960
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Bo8g081770

MSTRG.36727

Bo9g177250
Bo8g081770
Bo8g081770
Bo8g081770
B09g181830
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Bo9g177250
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ENODL14
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Bo9g172240

-0.8665979
-0.863608

-0.8562137
-0.854325

-0.8543202
-0.8542348
-0.852708

-0.8521604
-0.852152
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-0.8480801
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0.002499732
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0.004142404
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0.004212315

0.004444698

4CL3
4CL3
4CL3
Bolg134740
Bolg016660
4CL3
Bo3g153060
4CL3
4CL3
Bo5g131870
4CL3
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Bo6g117860
Bo8g081770
Bo3g034260

Bolg016660

-0.7760634
-0.769442

-0.7675178
-0.7628252
-0.761213

-0.7608027
-0.7496205
-0.7437223
-0.7415393
-0.7367441
-0.7359974
-0.7344615
-0.7231776
-0.7026272
-0.7016765
-0.7006586
-0.690992

-0.6870951

0.01394554
0.01533511
0.0157556

0.01681315
0.01718711
0.01728316
0.02004016
0.02160513
0.02220422
0.02355849
0.02377412
0.02422181
0.02768175
0.03478437
0.03513883
0.03552092
0.03928443

0.04087155




