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Figure S1. Cell viability was decreased after 24h treatment with BPA and Tm. (A)
Gating strategy used in the flow cytometry analysis for the whole population of MIN6 cells
treated with increasing concentrations of BPA (10-500 pM) and Tm (5 pg/ml). (B)
Representative flow cytometry dot-plots depicting cells stained with Pl (y axis) and Annexin V
(x axis). Percentages of each labelled population are marked in the corresponding quadrant
and they can be found correlated in the graph in (C) Graph depicting apoptotic and dead cells
determined by flow cytometry analysis upon staining with Annexin V and PI for MIN6 cells
treated with BPA (0-500 pM) or with 5 pg/ml Tm (D).
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Figure S2. BPA determines the disruption of the early secretory pathway in MIN6
cells. Fluorescence images of MING cells after 24 h of treatment with 100 and 250 pM BPA,
respectively, were immunostained for calnexin (green), an ER marker, and for GM130 (red),
a cis-Golgi apparatus marker. The nuclei were stained with DAPI (blue). Scale bar is 10 pm.
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Figure S3. Irel and Atf6 pathways were not induced after 24 h of BPA treatment in MING
cells. Time course of BPA-induced gene expression of Bip, uXbpl, sXbpl, Atf6, Edem1 and
Dnajc3 in MING cells. 22T values were calculated by normalization to Gapdh.
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Figure S4. TUDCA rescues MING6 cells viability after 24h co-treatment with BPA.
Representative flow cytometry dot-plots depicting cells stained with Pl (y axis) and Annexin V
(x axis) and treated as shown.
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Figure S5. ATF4 activation in MING cells (A) Representative brightfield and fluorescent
microscopy images of MING cells transfected with pLVX-ATF4 mScarlet NLS plasmid, after 6
h of treatment with 10-250 yM BPA and 5 ug/ml Tm. (B) Graphic representation of the
guantification of mean fluorescence intensity relative to the area of the cell clusters. Graph
displays the median and the 25" and 75" percentiles. Statistical analysis by One-way ANOVA.
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Figure S6. The pro-apoptotic effectors gene expression variation following co-
treatment with BPA and TUDCA of MING6 cells. RT-gPCR analysis of Atf4, Ddit3 Bcl-2, Bax
and Bad genes in MING cells after 24 h of co-treatment with BPA and TUDCA and 5 pg/ml
Tm; 272¢T values and were calculated by normalization to Gapdh.



