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Figure S1. Association of TERT mRNA expression and rs10069690 genotypes with the survival of human breast
cancer patients with wildtype or mutated TP53. Patients with CT and TT genotypes were combined into one
group, and compared to CC patients. Kaplan-Meier analyses of the overall survival, disease-free survival and
metastasis-free survival in patients with wildtype (wt) TP53 (top row, n=56 and third row, n=82), or mutated TP53
(second row; n=34 and bottom row, n=42) are shown. TERT high, TERT expression above the median of the study
population (1=106); TERT low, relative TERT expression below the median.



