Table S1. Clustered sequencing results of aptamers obtained in 5% and 7t cycles of SELEX. Red “apt”

corresponds to the sequences from 5" cycle. Black “hop” corresponds to the sequences from 7' cycle.

Number Sequence
Aptamer
of
ID
sequences
10 20 30 40 50 60 70
S90S OO OO OO OV OO OO OV OV POV POt OO
hopl | hopl NSNSV NRRININIOYNSCCTGATTTTTTCTACAGATTGACAAINNIGIICcnlccilceaoee
hop9 | hop9 NSNS IV RRININIOYNSCCTGATTTTTTCTACAGATTGACAAINNIGIICcinlccilceoee
hop10 | hop 10NN S VSRR NV SO YNOCCTGATTTTTTCTACAGATTGACAAINNTTIICcIniacilcceee
hop19 | hop 19 [N NI O N RN TN YNSCCTGATTTTTTCTACAGATTGACAA NG Rigeiicceee
hop20 | hop 20 NSNS VSRR NV MO YNOCCTGATTTTTTCTACAGATTGACAAINN TG ICcinlccilcceee
hop23 | hop 23 NN VSRR NV MO YN CCTGATTTTTTCTACAGATTGACAAINN TG ICcinlccilcceee
hop25 | hop 25 [N NISIIO VSRR NV MO YNOCCTGATTTTTTCTACAGATTGACAAINN TG ICcinlccilcceee
1o o hop 27 | hop 27 NSNS VSRR NV NP VNS CCTGATTTTTTCTACAGATTGACAAINN TG ICciniccilcceee
oapt hop 32 | hop 32 [ NN VSRR NV N IO YN CCTGATTTTTTCTACAGATTGACAAINN TG iCciniccilcceee
hop 35 | hop 35 NGNS SV SRR NN IO YNSCCTGATTTTTTCTACAGATTGACAAINNTTIICcInlccilcceee
apt5 | aptigNISO NGO VIRV NN YNeCCTGATTTTTTCTACAGATTGACAAINNdICcnicaiceaoee
apt7 | apt7 NSNS VMRV NV YNOCCTGATTTTTTCTACAGATTGACAAINNTICcnicaiceaoee
apt15 | aptlsaNIGONISII SN RR NN IO YN CCTGATTTTTTCTACAGATTGACAAINNICIICcinlccilcceee
apt16 | aptloONIGONISII SN RR NN IO YNSCCTGATTTTTTCTACAGATTGACAAINNICIICcinlccilcceee
apt23 | apt2ida NN SN RR NN IO YN CCTGATTTTTTCTACAGAT TGACAAINNTCIICcinlccilcceee
apt26 | apt2o NN VSRR NIO YN CCTGATTTTTTCTACAGATTGACAAINN TS iCcniccilcceee
apt33 | apt33ddNigoN IS NIRRT NNV CCTGATTTTTTCTACAGATTGACAA YNNG niccilcceee
apt40 | apt40dINISON IS NIRRT NNV CCTGATTTTTTCTACAGATTGACAANNIdICaniceilcceee
1 hop hop22 | hop 22 [Nl SV ARV NV MO YNOGCTGATTTTTTCTACAGATTGACAANNTigelntelcijcceee
1 hop hop 42 | hop 42 [ NSNS VN AR NN IOYNSCCTGATTTTTTCTACA-ATTGACAAINNICIigcinicciicceee
hop 4 990 990 OO0 OO OO OO OO OO OV OV POV POV O
hop12 | hop4 HINICONISIIINSIVNRRININIOYN®GGCACACCCTTTAGAAGCAATGCG TINNIdCaniceiiceoee
hop 13 | hop 12 [Nl NISIO VN RRI NV MO YN®GGCACACCCTTTAGAAGCAATGCG TINNICIlTain el ceoee
hop14 | hop 13 NI NISIIO VIRV NV IO YN®GGCACACCCTTTAGAAGCAATGCG TINNICIlTan el caoee
hop 18 | hop 14 NN ISIIO VIR NV IO IYN®GGCACACCCTTTAGAAGCAATGCG TINNICIldain el ceeee
hop28 | hop 18 NSNS VN RRT NV MO YN®GGCACACCCTTTAGAAGCAATGCG TINNICIldcin el ceoee
hop30 | hop 28 [N NI NIRRT INITYNeGGCACACCCTTTAGAAGCAATGCG TINNIdTdiiceicaeee
R p3a | hop 30 BTSN ERENENITYNS G G CACACCCTTTAGAAGCAATGCG TYNIS TS SSIEEEes
PP hop3s | hop 3¢ EETNIST NS SN ERINTNITNEG CCACACCCTTTAGAAGCAATGCG TN NIS SIS ESs
hop40 | hop 38 GANISONIISIXIVNRRININIOYYe GGCACACCCTTTAGAAGCAATGCG TINNICiiTcinideilcaeee
hop41 | hop 40 [N NSO NIRRT INITYNSGGCACACCCTTTAGAAGCAATGCG TINNIdTdiiceiicaeee
apt4 hop 41 [N TN TN RN TN IYYNeGGCACACCCTTTAGAAGCAATGCG TINNIdTdiceicaeee
apt10 | apt 4[NNI NIRRT NN YNSGGCACACCCTTTAGAAGCAATGCG TINNTaICcnicellcceee
apt12 | aptl0dINISoN IS NIRRT NN YNSGGCACACCCTTTAGAAGCAATGCG TINNTICcIRicellcaeee
apt17 | apti2{dNICoNISIOO S VN RRV NV NI YN®GGCACACCCTTTAGAAGCAATGCGTINNTCIlToInceicaeee




apt 18 aptl7/ejefey N (e{e7 N felefeferNeof VN N NVANVANI®AVA(®CGCACACCCTTTAGAAGCAATGCGTYANKEl Keeh mcfey [e{e{efefe
apt 29 aptl18ejefe) N e{e7 N fefefelerNeo VNN NVANVANI®VAN®CGCACACCCTTTAGAAGCAATGCGTANKEl Keeh miefey [e{e{efefe
apt 38 apt29(ejefey N [e{e7.y fefefeferNe VN NN VAN VAN I®VAN®CGCACACCCTTTAGAAGCAATGCGTANKE Keeh mi(cfey [e{e{efefe
apt 41 apt3g(ejele) N [efe7.y fefefeferNeo VN N NVANVANI®VAN®CGCACACCCTTTAGAAGCAATGCGTYANKE Keeh mi(efey [e{e{efefe
apt 43 apt41{efefey N [e{e7 N felefelerNe VNN NVANVANI®VAN®CGCACACCCTTTAGAAGCAATGCGTYANKE Keeh mi(efey [e{e{efefe
apt43(ejele)N (oo [elefelerNed VN N NVAN VN (®VNeGCGCACACCCTTTAGAAGCAATGCG TNl Kech micley [elefefefe
1apt apt 31 apt31(efefey N [efer-y felefelevNed VN N NVAN VN (®VNeAGGCACACCCTTTAGAAGCAATGCGTAY:NKCl el nicle) [clcle{ee
OO0 99 P Y o 99 O Y OO 00 PO O
1 hop hop 5
hop5 [eeferANie{erNeleleie/Xeg VANNNVNVNE®VNOGCGATTCTACTTTTCTCAAGGCTCTGLYAIChlec]niele] clele{ee
1apt apt 39
apt39(ejefey N [eler.y felefelerNed VNN NVN VNI VNSCGATTCTACTTTTCTCAAGGCTCTGAYAN e elel niele) clelefe
OO0 99 P Y o 99 O Y OO 00 PO O
apt 12
2 apt apt 12[efejeriy [e{er.y |[e]ele]oy:Neg VN MRV VN I®VN®GTCACCTGGCCTCTTCGGTCTTCTALYAICEl(ec] nic]e] [cfefe{efe
apt 42

apt42(ejeler N ooy felelelerNeg VN NNV VNIV XSG TCACCTGGCCTCTTCGGTCTTCTALAKELecniele] fcle{efe]




Suppl. Table S2. List of primers used for defense related genes RT-qPCR (5'-3"):
AtActin2f: GAAACCCTCGTAGATTGGCA
AtActin2r; CTCTCCCGCTATGTATGTCGC
MEKK1f: TATATGGAGCCTCGGGTGCA
MEKK1r: CAGCAGTTCAGCTGCAGTT
EDS1f: CTGGTACAGTCGATGGGAAAG
EDS1r: TCTTCTATCCATGCTAGTTTC
PAD4f: TTGCCAGTCACCGGAGATGT
PAD4r: GAGATAGAAGCCAAAGTGCGG
PR1f: TCTAAGGGTTCACAACCAGG
PR1r: CCTTCTCGCTAACCCACATG
WRKY40f: CTAGAGACAATCCATCTCCA
WRKY40r: TGCTGCAACGGGTGTTGAAG



Supplementary Figure S1
Binding of aptamers H1 and H2 to the BSA protein (Promega, R3961).The concentration of the fluorescently
labeled RNA aptamers is 50nM, the concentration of the BSA protein 0.1 - 10000 nM.
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Supplementary Figure S2
Binding of GFP-aptamer and HopU1 protein. The concentration of the fluorescently labeled RNA GFP-
aptamer is 50nM, the concentration of the HopU1 protein 0.1 - 10000nM.
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