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Supplementary Materials 

S1. Fluorescence emission spectral fitting (Franck-Condon (FC) analysis) 

a) code to Origin Program of one component FC analysis:

y = y0 + exp(-2.7726*((x-a0)/a3)^2)+((a0-a1)/a0)^3*(a2)*(exp(-2.7726*((x-a0+a1)/a3)^2))+((a0-
2*a1)/a0)^3*((a2^2)/2)*(exp(-2.7726*((x-a0+(2*a1))/a3)^2))+((a0-3*a1)/a0)^3*((a2^3)/6)*(exp(-2.7726*((x-
a0+(3*a1))/a3)^2))+((a0-4*a1)/a0)^3*((a2^4)/24)*(exp(-2.7726*((x-a0+(4*a1))/a3)^2)) 

where: y = normalized fluorescence intensity, x – wavenumber [cm-1], a0 – E0 [cm-1], a1 - ℏω [cm-1], a2 – 
S, a3 - Δυതଵ/ଶ [cm-1] 

b) code to Origin Program of two component FC analysis:

y = y0+a*(exp(-2.7726*((x-a0)/a3)^2)+((a0-a1)/a0)^3*(a2)*(exp(-2.7726*((x-a0+a1)/a3)^2))+((a0-
2*a1)/a0)^3*((a2^2)/2)*(exp(-2.7726*((x-a0+(2*a1))/a3)^2))+((a0-3*a1)/a0)^3*((a2^3)/6)*(exp(-2.7726*((x-
a0+(3*a1))/a3)^2))+((a0-4*a1)/a0)^3*((a2^4)/24)*(exp(-2.7726*((x-a0+(4*a1))/a3)^2)))+(1-a)*(exp(-
2.7726*((x-a4)/a7)^2)+((a4-a5)/a4)^3*(a6)*(exp(-2.7726*((x-a4+a5)/a7)^2))+((a4-
2*a5)/a4)^3*((a6^2)/2)*(exp(-2.7726*((x-a4+(2*a5))/a7)^2))+((a4-3*a5)/a4)^3*((a6^3)/6)*(exp(-2.7726*((x-
a4+(3*a5))/a7)^2))+((a4-4*a5)/a4)^3*((a6^4)/24)*(exp(-2.7726*((x-a4+(4*a5))/a7)^2))) 

where: y = normalized fluorescence intensity, x – wavenumber [cm-1], a – the fractional contribution, a0 
and a4 – E0 [cm-1], a1 and a5 - ℏω [cm-1], a2 and a6 – S, a3 and a7 - Δυതଵ/ଶ [cm-1], a0,a1,a2,a3 are the 
parameters for the first component, a4,a5,a6,a7 for the second component.   



 

Figure S1. The fluorescence spectra fitting FC function (left) of one component and the statistical analysis of fit 
(right) for the tryptophan in buffer (pH 7.0). 

 

Figure S2. The fluorescence spectra fitting FC function (left) of two components and the statistical analysis of fit 
(right) for the tryptophan in buffer (pH 7.0). 

S2. Fluorescence kinetics curves 
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Figure S3. The fluorescence intensity decays and fitting curves for multi-exponent decay model for tryptophan 
(W) and the studied peptides (AW, AWA, WWC, WWM and WMW) in buffer (pH 7.0) and AOT/n-heptane-

reverse micelles (w=4). Excitation wavelength was 295 nm and emission wavelength was 360 nm. 
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