Motif 1

Motif 2 s:
Motif 3
Motif 4 =;

Motif 5

Motif 6

Motif 9+

Motif 10 ¥

Motif 11 £

Motif 12 £
Motif 13 ¢
J

Motif 14 -

Motif 15 -

Motif 16 -

Motif 17 £
"i".l-A

Motif 18 =

Figure S1. Sequence logo of the GH3 proteins motifs. The height of each amino acid represents the re
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Figure S2. Schematic diagram of chromosome distribution of StGH3 gene. The chromosome number is displayed

on the left side of each chromosome.
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Figure S3. Functional interaction network analysis of StGH3 cascade proteins. Each sphere represents a protein.
Different colored lines indicated the way in which the interaction between two proteins connected by lines was

verified.
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Figure S4. GO analysis of StGH3s gene. The horizontal axis represents the number of genes involved in each

physiological process, and the vertical axis represents different physiological processes.



47— StGH3.9 —

—t
—t
— —

78 StGH3.10 H -

27 StGH3.15 H —

Eél: StGH3.14 1 T I
23 StGH3.17

—— StGH3.7

StGH3.13 !

16 i i
39 StGH3.16 —

5~ StGH3.8 — -

StGH3.19 ——f——H—

.
=
B
—

StGH3.2

=
=

e
e
=t
=l

©
~

s StoH3 ——H————

StGH3.3 —F - -

SIGH3.6 :
1
05 StGH3.18 —— —}

StGH3.11

StGH3.5

7 StGH3.12 !
StGH3.1 :

5

3

T T T
0 200 400 600
- salicylic acid responsiveness
low-temperature responsiveness
- abscisic acid responsiveness

- MeJA-responsiveness

I T I f T I 1
800 1000 1200 1400 1600 1800 2000

B /Y8 binding site involved in drought-inducibility
defense and stress responsiveness

I endosperm expression

- auxin-responsive element

- endosperm-specific negative expression - gibberellin-responsiveness

- circadian control

light responsiveness

auxin responsiveness

MYB binding site involved in flavonoid biosynthetic

- part of a light responsive element

Figure S5. Analysis of 19 cis-acting elements in the StGH3s promoter region. The same cis-elements were
displayed in the same color. The black line represents the promoter length of the StGH3s gene. The boxes with

different colors below represent the functions of each cis-acting element.



