CoO~NOUI,WNE

#1/usr/bin/perl

# use strict;

#FL1, fastafg =\t

#HFL2, FFHNEFR, ANEH>FT5
open(FLO, "$ARGV[O]1'™) ]| die ;
open (OUT1, ">$ARGV[1]') || die ;
open (OUT2, ">$ARGV[2]') || die ;

@arrl=<FLO>;
chomp @arrl;

for($i=0;%i<@arrl;si++){
# @tep=split(/\s/,$arrl[$i]);
# $tep[0] =~ s/™>(-*)\-mRNA.*/$1/;
# $refl{$tep[O]}=%arri[$i+1];
if (Garri[si] =~ /\.ND{
# push (@inter,$arrl[$i]);
print OUT2 $arrl[$i-1],""\n
elsif (Barrl[$i] '~ /™M\>/){
# push (@nointer,$tep[0]);
print OUT1 $Sarrl[$i-1],""\n

“SSarrl[$i],"\n";}

“SSarrl[$i],"\n";}



