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Figure S1. Cell morphology, by means of phase-contrast microscopy, of BEAS-2B and A549 cells exposed to 25 and 100
ng/ml SARS-CoV-2 spike protein S1 for 6 and 24 hours and controls (0 ng/ml). Scale bar = 200 pm (BEAS-2B-related

images), =400 um (A549-related images).
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Figure S2. SARS-CoV-2 S1 Spike protein induces inflammatory cytokines in human bronchial BEAS-2B and alveolar A549
epithelial cells. BEAS-2B and A549 cells were stimulated with S1 at a concentration of 100 ng/ml. Six and 24 h post-
stimulation, the expression of IL-1p was evaluated by real-time RT-PCR, while TNF-a, IL-6 and IL-8 levels, by ELISA. Data
represent mean * SD (n = 3). *p <0.05, **p <0.01, **p < 0.001.
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Figure S3. Effect of 10 uM Nrf2 activator (Nrf-A) pre-treatment on ACE2 mRNA expression in BEAS-2B cells. ACE2
expression was evaluated by real-time RT-PCR. (Ct range: 35-38). Data represent mean + SD (n = 3). Human ACE2 sense
(5"- GGAGTGATAGTGGTTGGCATTGTC-3’) and antisense (5-GCTAATATCGATGGAGGCATAAGGA- 3’) primers.
GAPDH primers are reported in the main text.
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Figure S4. Glyoxalase 1 (Glol) mRNA expression in alveolar A549 epithelial cells exposed to 25 ng/ml SARS-CoV-2 S1
spike protein for 24 h. Glo1 expression was evaluated by real-time RT-PCR. Data represent mean + SD (n = 3). *p <0.05.
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Figure S5. Whole blots reported in Figure 3b, Figure 3d and Figure 5a.
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