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Figure S1. Conversed motif of soybean LysM-RLK amino acid sequences. The
conversed motifs of LysM-RLK proteins were analyzed by the MEME online program.
The character and size of each logo indicates the relative abundance of each nucleotide
in the sequence.
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Figure S2. Gene structures of LysM-RLK genes from soybean and Arabidopsis.
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Figure S3. Conserved motif on the promoter sequences of soybean LysM-RLK
genes. The conversed motifs identified from the promoters of LysM-RLKs were
obtained from MEME analysis. The character and size of each logo indicates the
relative abundance of each nucleotide in the sequence.



