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Abstract: Within arterial plaque, HIV infection creates a state of inflammation and immune acti-
vation, triggering NLRP3/caspase-1 inflammasome, tissue damage, and monocyte/macrophage
infiltration. Previously, we documented that caspase-1 activation in myeloid cells was linked with
HIV-associated atherosclerosis in mice and people with HIV. Here, we mechanistically examined the
direct effect of caspase-1 on HIV-associated atherosclerosis. Caspase-1-deficient (Casp-1−/−) mice
were crossed with HIV-1 transgenic (Tg26+/−) mice with an atherogenic ApoE-deficient (ApoE−/−)
background to create global caspase-1-deficient mice (Tg26+/−/ApoE−/−/Casp-1−/−). Caspase-1-
sufficient (Tg26+/−/ApoE−/−/Casp-1+/+) mice served as the controls. Next, we created chimeric
hematopoietic cell-deficient mice by reconstituting irradiated ApoE−/− mice with bone marrow cells
transplanted from Tg26+/−/ApoE−/−/Casp-1−/− (BMT Casp-1−/−) or Tg26+/−/ApoE−/−/Casp-1+/+

(BMT Casp-1+/+) mice. Global caspase-1 knockout in mice suppressed plaque deposition in the
thoracic aorta, serum IL-18 levels, and ex vivo foam cell formation. The deficiency of caspase-1
in hematopoietic cells resulted in reduced atherosclerotic plaque burden in the whole aorta and
aortic root, which was associated with reduced macrophage infiltration. Transcriptomic analyses of
peripheral mononuclear cells and splenocytes indicated that caspase-1 deficiency inhibited caspase-1
pathway-related genes. These results document the critical atherogenic role of caspase-1 in chronic
HIV infection and highlight the implication of this pathway and peripheral immune activation in
HIV-associated atherosclerosis.

Keywords: HIV-1; atherosclerosis; macrophage; caspase-1; animal models

1. Introduction

Cardiovascular disease (CVD), including atherosclerosis and atherosclerosis-associated
complications, is an increasingly common comorbidity and cause of mortality in people
with HIV (PWH) in the post-antiretroviral therapy (ART) era [1–6]. ART suppresses but
does not eradicate human immunodeficiency virus (HIV) in PWH. PWH on ART, and even
elite controllers (PWH who maintain undetectable viral loads for at least 12 months without
starting ART), exhibit an increased incidence of CVD that includes atherosclerosis, stroke,
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and heart attacks [7,8]. HIV-1 primary target cells are CD4+ T-cells, binding to co-receptors
such as CCR5 and CXCR4, and monocytes, where the virus activates a plethora of signaling
mechanisms including NLRP3-mediated caspase-1 activation [7,9–13]. Peripheral immune
cell activation, however, is not indicative of cardiovascular inflammation, implying that
the pathogenesis of HIV-associated vascular inflammation may be different from periph-
eral inflammation [14–17]. However, the cellular and molecular mechanisms underlying
HIV-1-accelerated atherogenesis remain to be fully defined [6,7]. Understanding its molec-
ular mechanisms will aid in the design and development of novel interventions to treat
HIV-associated CVD [6,7,18].

Over the past few decades, our team and other groups have studied the effect of
HIV-associated diseases including atherosclerosis [6,7,19–21]. The Tg26 mouse model is
one of the three HIV transgenic lines originally generated on an FVB genetic background
by using a noninfectious HIV-1 DNA construct with a deletion of the 3 kb region of the
gag/pol genes. The noninfectious Tg26 mouse, which has viral transcripts but no active viral
replication, develops HIV comorbidities. This suggests that persistence of HIV transcripts
and viral proteins alone without replication is sufficient to trigger inflammation and co-
morbidities [21,22]. To model HIV-associated atherogenesis, we crossed Tg26 mice with
atherogenic ApoE-deficient mice (Tg26+/−/ApoE−/−). Using this model, we documented
that HIV expression globally or locally in hematopoietic cells accelerated atherogenesis in
these mice [23]. Additionally, HIV-1-accelerated atherogenesis is related to an elevated level
of caspase-1 and monocyte/macrophage activation [23]. Here, we further examined this
model to dissect the NLRP3/caspase-1 pathway in HIV-associated atherogenesis, which
has not been fully elucidated.

To address this, we crossed global caspase-1-deficient gene to Tg26+/−/ApoE−/−

(Tg26+/−/ApoE−/−/Casp-1−/−) and generated chimeric ApoE−/− mice carrying the HIV
transgene along with caspase-1 deficiency in hematopoietic cells via a bone marrow trans-
plantation (BMT) approach. Here, we documented that global caspase-1 deficiency or
specific caspase-1 deficiency in immune cells attenuates HIV-associated atherogenesis in
mice. This is associated with reduced macrophage content in plaque lesions. Taken together,
these results highlight the atherogenic role of caspase-1 in HIV-associated macrophage
activation and atherosclerosis and indicate that therapeutic inhibition of caspase-1 may
have a beneficial effect on treating HIV-associated atherosclerosis.

2. Results
2.1. Global Caspase-1 Knockout Decreases Plaque Size Only in the Thoracic Region of the Aorta in
Tg26+/−/ApoE−/−/Casp-1−/− Mice and Reduces Foam Cell Formation

Our previous studies demonstrated that caspase-1 activation in myeloid cells was asso-
ciated with HIV-associated atherosclerosis in HIV transgenic (Tg26+/−/ApoE−/−) mice
and people with HIV [19]. To determine the causative effect of caspase-1 in HIV-1-
associated atherosclerosis, we compared the development of atherosclerosis in caspase-1-
sufficient vs. -deficient mice carrying the HIV transgene with an atherogenic background
(Tg26+/−/ApoE−/−/Casp-1+/+ vs. Tg26+/−/ApoE−/−/Casp-1−/−). To facilitate atherogene-
sis, the mice were fed an atherogenic diet for 12 weeks. We found that the deficiency in
caspase-1 in Tg26+/−/ApoE−/−/Casp-1−/− mice resulted in significantly fewer atherosclero-
sis plaques in the thoracic aorta (Figure 1A,C), but not in the entire aorta including the arch,
thoracic, and abdominal aorta (Figure 1A,B), nor in the aortic root (Figure 1D–F). We did
not detect any changes in body weight, cholesterol levels, or levels of triglycerides between
the groups (Figure 1G–I).
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Figure 1. Global caspase-1 knockout in Tg26+/−/ApoE−/−/Casp-1−/− mice on 12 weeks of atherogenic 
diet decreases the percentage of plaques. (A) Representative images of Oil red O staining of 
Tg26+/−/ApoE−/−/Casp-1+/+ (Casp-1+/+) and Tg26+/−/ApoE−/−/Casp-1−/− (Casp-1−/−) aortas and quantification 
of the (B) whole aorta and (C) thoracic aorta sections (Casp-1+/+; n = 9), (Casp-1−/−; n = 22). (D,E) Rep-
resentative images of H&E staining of the aortic root taken at 10× magnification and (F) quantifica-
tion of plaque area. (G) Representative graphs of body weight (gr = grams) (Casp-1+/+; n = 6) (Casp-
1−/−; n = 17), (H) serum cholesterol, and (I) serum triglycerides (Casp-1+/+; n = 7) (Casp-1−/−; n = 17). 
Two-tailed t-tests were used to compare Casp-1+/+ vs. Casp-1−/−, * p < 0.05. Mann–Whitney non-para-
metric tests were used. Data are expressed as mean ± SEM. 

Macrophage foam cell formation is a crucial step in the development of atherogene-
sis. Here, we investigated the role of caspase-1 in foam cell formation in HIV-accelerated 
atherosclerosis. Monocyte-derived macrophage (MDM) cells, isolated from the spleens of 
caspase-1-sufficient and -deficient mice, were cultured for eight days and incubated 
with/without oxLDL to examine the ex vivo formation of foam cells. We found that global 
caspase-1 knockout in Tg26+/−/ApoE−/−/Casp-1−/− mice statistically reduced foam cells com-
pared to Tg26+/−/ApoE−/−/Casp-1+/+ mice (Figure 2A,B). NLPR3 inflammasome components 
and downstream cytokines were examined in MDMs obtained from the spleens of 
caspase-1-sufficient and -deficient mice before and after oxLDL treatment, and only ma-
ture IL-1β RNA levels were altered (Figure S1). We further measured the levels of the 
cytokine IL-18, which is downstream of caspase-1 activation in serum [23,24]. Consist-
ently, our results showed a significant reduction in IL-18 in caspase-1-deficient mice com-
pared to caspase-1-sufficient mice (Figure 2C). However, as expected, we did not observe 
differences in other cytokines (IL-2, IL-5, IL-6, IL-10, IL-1, and KC/GRO; Figure S2). Taken 
together, our results suggest that global caspase-1 deficiency attenuates the development 
of plaque lesion only in the thoracic aorta in Tg26+/−/ApoE−/−/Casp-1−/− mice, which is asso-
ciated with a reduced level of IL-18 and reduced foam cell formation. 

Figure 1. Global caspase-1 knockout in Tg26+/−/ApoE−/−/Casp-1−/− mice on 12 weeks of athero-
genic diet decreases the percentage of plaques. (A) Representative images of Oil red O staining
of Tg26+/−/ApoE−/−/Casp-1+/+ (Casp-1+/+) and Tg26+/−/ApoE−/−/Casp-1−/− (Casp-1−/−) aortas and
quantification of the (B) whole aorta and (C) thoracic aorta sections (Casp-1+/+; n = 9), (Casp-1−/−;
n = 22). (D,E) Representative images of H&E staining of the aortic root taken at 10× magnifica-
tion and (F) quantification of plaque area. (G) Representative graphs of body weight (gr = grams)
(Casp-1+/+; n = 6) (Casp-1−/−; n = 17), (H) serum cholesterol, and (I) serum triglycerides (Casp-1+/+;
n = 7) (Casp-1−/−; n = 17). Two-tailed t-tests were used to compare Casp-1+/+ vs. Casp-1−/−, * p < 0.05.
Mann–Whitney non-parametric tests were used. Data are expressed as mean ± SEM.

Macrophage foam cell formation is a crucial step in the development of atherogenesis.
Here, we investigated the role of caspase-1 in foam cell formation in HIV-accelerated
atherosclerosis. Monocyte-derived macrophage (MDM) cells, isolated from the spleens
of caspase-1-sufficient and -deficient mice, were cultured for eight days and incubated
with/without oxLDL to examine the ex vivo formation of foam cells. We found that
global caspase-1 knockout in Tg26+/−/ApoE−/−/Casp-1−/− mice statistically reduced foam
cells compared to Tg26+/−/ApoE−/−/Casp-1+/+ mice (Figure 2A,B). NLPR3 inflammasome
components and downstream cytokines were examined in MDMs obtained from the spleens
of caspase-1-sufficient and -deficient mice before and after oxLDL treatment, and only
mature IL-1β RNA levels were altered (Figure S1). We further measured the levels of the
cytokine IL-18, which is downstream of caspase-1 activation in serum [23,24]. Consistently,
our results showed a significant reduction in IL-18 in caspase-1-deficient mice compared to
caspase-1-sufficient mice (Figure 2C). However, as expected, we did not observe differences
in other cytokines (IL-2, IL-5, IL-6, IL-10, IL-1, and KC/GRO; Figure S2). Taken together,
our results suggest that global caspase-1 deficiency attenuates the development of plaque
lesion only in the thoracic aorta in Tg26+/−/ApoE−/−/Casp-1−/− mice, which is associated
with a reduced level of IL-18 and reduced foam cell formation.
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Figure 2. Caspase-1 knockout in Tg26+/−/ApoE−/−/Casp-1−/− mice on 12 weeks of atherogenic diet 
decreases foam cell formation and IL-18. (A) Representative images taken at 20× magnification of 
Oil red O staining of monocyte-derived macrophages (MDMs) isolated from the spleens of caspase-
1-sufficient (Casp-1+/+) and caspase-1-deficient (Casp-1−/−) mice, cultured for 8 days, and incubated 
without oxLDL (100 µg/mL) for 24 h. Cells were stained with Oil red O (red) for lipids and CD163 
(green) for MDMs. Scale bar = 100 µM. (B) Quantification of CD163+ foam cells. Two-tailed t-test 
was used to compare Tg26+/−/ApoE−/−/Casp-1+/+ mice (Casp-1+/+; n = 9) vs. Tg26+/−/ApoE−/−/Casp-1−/− mice 
(Casp-1−/−; n = 19 (3 spleens were not viable when culturing)), ** p < 0.01. (C) IL-18 was measured 
using ELISA in serum from Casp-1+/+ (n = 9) and Casp-1−/− mice (n = 22) on 12 weeks of atherogenic 
diet. Data were analyzed using a two-tailed t-test, *** p < 0.001. Mann–Whitney non-parametric tests 
were used. Data are shown as mean ± SEM. 
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meric ApoE−/− mice reconstituted with bone marrow from either Tg26+/−/ApoE−/−/Casp-1+/+ 
(BMT Casp-1+/+) or Tg26+/−/ApoE−/−/Casp-1−/− (BMT Casp-1−/−) mice [23], which are more clini-
cally relevant models than global HIV transgenic and caspase-1 knockout mice. We inves-
tigated HIV transcripts in several tissues using qPCR in these chimeric mice as well as 
Tg26+/− mice. The chimeric mice carrying either Tg26+/−/ApoE−/−/Casp-1+/+ or 
Tg26+/−/ApoE−/−/Casp-1−/− bone marrow expressed comparable levels of HIV transcripts in 
multiple immune tissues, including the spleen, thymus, and aorta, as Tg26+/− mice (Figure 
3A–C). Together, these results demonstrate the successful establishment of the HIV 
chimerism in these mice carrying caspase-1-deficient and -sufficient genes. 

To explore the causative effect of caspase-1 on atherosclerosis in immune cells, the 
chimeric mice carrying HIV transcripts along with caspase-1-deficient or -sufficient genes 
in immune cells were fed an atherogenic diet for eight weeks. The chimeric mice deficient 
in caspase-1 had significantly less plaque burden in the aorta (Figure 3D–F) and aortic root 
(Figure 3G–I) than the chimeric mice sufficient in caspase-1. Moreover, total cholesterol, 
but not triglycerides or body weight, was significantly lower in the chimeric mice deficient 
in caspase-1 (Figure 3J–L). The slight decrease in cholesterol in caspase-1-deficient mice 

Figure 2. Caspase-1 knockout in Tg26+/−/ApoE−/−/Casp-1−/− mice on 12 weeks of atherogenic
diet decreases foam cell formation and IL-18. (A) Representative images taken at 20× magnification
of Oil red O staining of monocyte-derived macrophages (MDMs) isolated from the spleens of caspase-
1-sufficient (Casp-1+/+) and caspase-1-deficient (Casp-1−/−) mice, cultured for 8 days, and incubated
without oxLDL (100 µg/mL) for 24 h. Cells were stained with Oil red O (red) for lipids and CD163
(green) for MDMs. Scale bar = 100 µM. (B) Quantification of CD163+ foam cells. Two-tailed t-test was
used to compare Tg26+/−/ApoE−/−/Casp-1+/+ mice (Casp-1+/+; n = 9) vs. Tg26+/−/ApoE−/−/Casp-1−/−

mice (Casp-1−/−; n = 19 (3 spleens were not viable when culturing)), ** p < 0.01. (C) IL-18 was
measured using ELISA in serum from Casp-1+/+ (n = 9) and Casp-1−/− mice (n = 22) on 12 weeks
of atherogenic diet. Data were analyzed using a two-tailed t-test, *** p < 0.001. Mann–Whitney
non-parametric tests were used. Data are shown as mean ± SEM.

2.2. Deficiency of Caspase-1 in Immune Cells Attenuates Atherogenesis in HIV Transgenic Mice

Previously, we used the BMT approach to generate chimeric ApoE−/− mice express-
ing HIV transcripts in hematopoietic cells and demonstrated that the expression of HIV
transcripts in hematopoietic cells accelerated atherogenesis [23]. Herein, to minimize the
confounding effect of global caspase-1 deficiency and maximize the effect of caspase-1
deficiency in hematopoietic cells on plaque development, we performed BMT to generate
chimeric ApoE−/− mice reconstituted with bone marrow from either Tg26+/−/ApoE−/−/Casp-
1+/+ (BMT Casp-1+/+) or Tg26+/−/ApoE−/−/Casp-1−/− (BMT Casp-1−/−) mice [23], which
are more clinically relevant models than global HIV transgenic and caspase-1 knockout
mice. We investigated HIV transcripts in several tissues using qPCR in these chimeric mice
as well as Tg26+/− mice. The chimeric mice carrying either Tg26+/−/ApoE−/−/Casp-1+/+ or
Tg26+/−/ApoE−/−/Casp-1−/− bone marrow expressed comparable levels of HIV transcripts
in multiple immune tissues, including the spleen, thymus, and aorta, as Tg26+/− mice
(Figure 3A–C). Together, these results demonstrate the successful establishment of the HIV
chimerism in these mice carrying caspase-1-deficient and -sufficient genes.
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fication in Casp-1+/+ (n = 5) and Casp-1−/− mice (n = 14). Representative images of H&E staining of 
aortic root taken at 10× magnification from (G) Casp-1+/+ and (H) Casp-1−/− mice, and (I) quantification 
in Casp-1+/+ (n = 5) and Casp-1−/− mice (n = 14). In all animals used for evaluating HIV env transcripts 
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Figure 3. Chimeric ApoE−/− mice reconstituted with Tg26+/−/ApoE−/−/Casp-1−/− bone marrow
cells (BMT Casp-1−/−) have significantly less plaque formation than chimeric ApoE−/− mice re-
constituted with Tg26+/−/ApoE−/−/Casp-1+/+ bone marrow cells (BMT Casp-1+/+) after 8 weeks
of atherogenic diet. HIV env transcript levels in the (A) thymus, (B) spleen, and (C) aorta of
Tg26+/−/ApoE−/− mice (Tg26+/−; n = 5), bone-marrow-transplanted Tg26+/−/ApoE−/−/Casp-1+/+

mice (BMT Casp-1+/+; n = 5), and Tg26+/−/ApoE−/−/Casp-1−/− mice (BMT Casp-1−/−; n = 5). Repre-
sentative images of atherosclerosis using Oil red O staining of the whole aorta from (D) Casp-1+/+

and (E) Casp-1−/− mice, and (F) quantification in Casp-1+/+ (n = 5) and Casp-1−/− mice (n = 14).
Representative images of H&E staining of aortic root taken at 10× magnification from (G) Casp-1+/+

and (H) Casp-1−/− mice, and (I) quantification in Casp-1+/+ (n = 5) and Casp-1−/− mice (n = 14). In all
animals used for evaluating HIV env transcripts and for aorta staining, (J) body weight (gr = grams),
(K) serum cholesterol, and (L) serum triglycerides were measured in Casp-1+/+ (n = 10) and Casp-1−/−

mice (n = 19). Mann–Whitney non-parametric tests were used to compare Casp-1+/+ vs. Casp-1−/−.
** p < 0.01, *** p < 0.001, and **** p < 0.0001. Data are shown as mean ± SEM.
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To explore the causative effect of caspase-1 on atherosclerosis in immune cells, the
chimeric mice carrying HIV transcripts along with caspase-1-deficient or -sufficient genes
in immune cells were fed an atherogenic diet for eight weeks. The chimeric mice deficient
in caspase-1 had significantly less plaque burden in the aorta (Figure 3D–F) and aortic root
(Figure 3G–I) than the chimeric mice sufficient in caspase-1. Moreover, total cholesterol, but
not triglycerides or body weight, was significantly lower in the chimeric mice deficient in
caspase-1 (Figure 3J–L). The slight decrease in cholesterol in caspase-1-deficient mice may
partially contribute to the lower plaque burden, but this needs to be further investigated.
Together, these results suggest that caspase-1 deficiency in immune cells attenuates the
progression and development of HIV-associated atherogenesis.

2.3. Reduced Caspase-1 Activation Is Associated with Reduced Macrophage Content in the Plaque
of Chimeric ApoE−/− Mice Reconstituted with Tg26+/−/ApoE−/−/Casp-1−/− Bone Marrow

We further investigated immune cell content in our chimeric ApoE−/− mice reconsti-
tuted with caspase-1-deficient (Tg26+/−/ApoE−/−/Casp-1−/−) or -sufficient (Tg26+/−/ApoE−/−

/Casp-1+/+) bone marrow. We examined caspase-1 activity in CD11b+, Ly6C+ (inflamma-
tory), and Ly6G+ (classical) monocytes in the chimeric mice. As expected, we found a
significant decrease in caspase-1 activity in the chimeric ApoE−/− knockout mice carrying
caspase-1-deficient bone marrow compared to the mice carrying caspase-1-sufficient bone
marrow (Figure 4A–C). We investigated the presence of CD68 (macrophage), CD3 (T-cell),
and caspase-1 expression in the aortic root of bone-marrow-transplanted mice. There was a
significant reduction in the number of lesion-associated CD68+ macrophages (Figure 4D–F)
and caspase-1+ cells (Figure 4J–L), but not CD3+ T cells (Figure 4G–I), in the mice carrying
caspase-1-deficient bone marrow when compared to their counterparts. We did not observe
differences in serum IL-2, IL-4, IL-5, IL-6, IL-10, IL-12, IL-1, KC/GRO, INF, or TNF in
the chimeric mice reconstituted with caspase-1-sufficient or -deficient bone marrow cells.
Together, these results provide evidence supporting the notion that caspase-1 activation
is associated with reduced macrophage content in plaque in Tg26+/−/ApoE−/−/Casp-1−/−

mice. These results together with the results presented above further indicate that caspase-1
activation contributes to HIV-1-associated atherosclerosis via macrophage activation.

2.4. Transcriptomic and Pathway Changes in PBMCs and Spleens of Chimeric ApoE−/− Mice
Reconstituted with Caspase-1-Deficient (Tg26+/−/ApoE−/−/Casp-1−/−) vs. Caspase-1-Sufficient
(Tg26+/−/ApoE−/−/Casp-1+/+) Bone Marrow

To further investigate the global transcriptomic changes underlying the activation of
caspase-1 in HIV-associated atherogenesis, we performed bulk RNA analysis of PBMCs
and spleens of chimeric ApoE−/− mice that received bone marrow from caspase-1-deficient
(Tg26+/−/ApoE−/−/Casp-1−/−) mice or from caspase-1-sufficient (Tg26+/−/ApoE−/−/Casp-1+/+)
mice. More than 500 genes were differentially expressed in the caspase-1-deficient mouse
group than in the control group based on a cutoff value of 0.02. The data are shown as
volcano plots and heat maps (Figure 5A,B).

The chimeric ApoE−/− mice that received bone marrow from the caspase-1-deficient
mice had significantly reduced caspase-1 gene expression in both PBMCs and spleen, com-
pared to those who received bone marrow from the caspase-1-sufficient mice, which further
confirmed the successful reconstitution of bone marrow cells in the chimeric ApoE−/−

mice (Table 1). Eps8l1, Slc15a2, and Calpain11 were downregulated in both PBMCs and
spleens of the chimeric ApoE−/− mice reconstituted with Tg26+/−/ApoE−/−/Casp-1−/−

bone marrow cells (Table 1). Additionally, some genes, such as CD14, Myc, GRB2, and Aqp1,
were differentially expressed in either PBMCs or spleen and involved in caspase-1 pathway
modulations [25–28] (Table 2).
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Figure 4. Chimeric ApoE−/− mice reconstituted with Tg26+/−/ApoE−/−/Casp-1−/− bone mar-
row cells (BMT Casp-1−/−) have significantly less CD68 content and casp-1 activation and ex-
pression than chimeric ApoE−/− mice reconstituted with Tg26+/−/ApoE−/−/Casp-1+/+ bone mar-
row cells (BMT Casp-1+/+) after 8 weeks of atherogenic diet. Caspase-1 activation in blood
monocytes as detected by flow cytometry staining of (A) CD11b+, (B) Ly6C+, and (C) Ly6G+ in
Tg26+/−/ApoE−/−/Casp-1+/+ mice (BMT Casp-1+/+; n = 4) vs. Tg26+/−/ApoE−/−/Casp-1−/− (BMT
Casp-1−/−; n = 4) mice. CD68 staining in the aortas of (D) Casp-1+/+ and (E) Casp-1−/− mice and
(F) quantification. CD3 staining in the aortas of (G) Casp-1+/+ and (H) Casp-1−/− mice and (I) quan-
tification. (J–L) Casp-1 staining in the aortas with quantification. For CD68, CD3, and caspase-1
staining, Casp-1+/+ (n = 5) and Casp-1−/− mice (n = 14) were used. Mann–Whitney non-parametric
tests were used to compare Casp-1+/+ vs. Casp-1−/− mice. * p < 0.05, ** p < 0.01, *** p < 0.001. The
white arrows are showing the positive staining for CD68 or CD3. Data are shown as mean ± SEM.
Images were taken at 10× magnification.



Int. J. Mol. Sci. 2023, 24, 12871 8 of 18

Int. J. Mol. Sci. 2023, 24, x FOR PEER REVIEW 7 of 17 
 

 

Mann–Whitney non-parametric tests were used to compare Casp-1+/+ vs. Casp-1−/− mice. * p < 0.05, ** 
p < 0.01, *** p < 0.001. The white arrows are showing the positive staining for CD68 or CD3. Data are 
shown as mean ± SEM. Images were taken at 10× magnification. 

2.4. Transcriptomic and Pathway Changes in PBMCs and Spleens of Chimeric ApoE−/− Mice 
Reconstituted with Caspase-1-Deficient (Tg26+/−/ApoE−/−/Casp-1−/−) vs. Caspase-1-Sufficient 
(Tg26+/−/ApoE−/−/Casp-1+/+) Bone Marrow 

To further investigate the global transcriptomic changes underlying the activation of 
caspase-1 in HIV-associated atherogenesis, we performed bulk RNA analysis of PBMCs 
and spleens of chimeric ApoE−/− mice that received bone marrow from caspase-1-deficient 
(Tg26+/−/ApoE−/−/Casp-1−/−) mice or from caspase-1-sufficient (Tg26+/−/ApoE−/−/Casp-1+/+) mice. 
More than 500 genes were differentially expressed in the caspase-1-deficient mouse group 
than in the control group based on a cutoff value of 0.02. The data are shown as volcano 
plots and heat maps (Figure 5A,B). 

 
Figure 5. Differentially expressed genes in PBMCs and spleens of chimeric ApoE−/− mice recon-
stituted with Tg26+/−/ApoE−/−/Casp-1−/− vs. Tg26+/−/ApoE−/−/Casp-1+/+ bone marrow. Volcano plot 
showing the most significantly expressed genes found via univariate analysis (cutoff value of 0.02). 
The plot presents significantly differentially expressed genes in the caspase-1-deficient 
(Tg26+/−/ApoE−/−/Casp-1−/−) compared to the caspase-1-sufficient mice (Tg26+/−/ApoE−/−/Casp-1+/+) in (A) 
peripheral blood mononuclear cells (PBMCs) and (B) spleen. The scatter plot of the negative log10-
transformed p-values plotted against the log2 fold change. Negative values indicate downregulated 
genes in caspase-1-deficient mice (Tg26+/−/ApoE−/−/Casp-1−/−), while positive values reflect upregulated 
genes in caspase-1-deficient mice (Tg26+/−/ApoE−/−/Casp-1−/−). Genes with large fold-change values lie 
far from the vertical threshold line at log2 fold change = 0, indicating whether the genes are up- or 
downregulated. 

The chimeric ApoE−/− mice that received bone marrow from the caspase-1-deficient 
mice had significantly reduced caspase-1 gene expression in both PBMCs and spleen, 
compared to those who received bone marrow from the caspase-1-sufficient mice, which 
further confirmed the successful reconstitution of bone marrow cells in the chimeric 
ApoE−/− mice (Table 1). Eps8l1, Slc15a2, and Calpain11 were downregulated in both PBMCs 
and spleens of the chimeric ApoE−/− mice reconstituted with Tg26+/−/ApoE−/−/Casp-1−/− bone 
marrow cells (Table 1). Additionally, some genes, such as CD14, Myc, GRB2, and Aqp1, 
were differentially expressed in either PBMCs or spleen and involved in caspase-1 path-
way modulations [25–28] (Table 2). 

  

Figure 5. Differentially expressed genes in PBMCs and spleens of chimeric ApoE−/− mice recon-
stituted with Tg26+/−/ApoE−/−/Casp-1−/− vs. Tg26+/−/ApoE−/−/Casp-1+/+ bone marrow. Vol-
cano plot showing the most significantly expressed genes found via univariate analysis (cutoff
value of 0.02). The plot presents significantly differentially expressed genes in the caspase-1-
deficient (Tg26+/−/ApoE−/−/Casp-1−/−) compared to the caspase-1-sufficient mice (Tg26+/−/ApoE−/−

/Casp-1+/+) in (A) peripheral blood mononuclear cells (PBMCs) and (B) spleen. The scatter plot of the
negative log10-transformed p-values plotted against the log2 fold change. Negative values indicate
downregulated genes in caspase-1-deficient mice (Tg26+/−/ApoE−/−/Casp-1−/−), while positive val-
ues reflect upregulated genes in caspase-1-deficient mice (Tg26+/−/ApoE−/−/Casp-1−/−). Genes with
large fold-change values lie far from the vertical threshold line at log2 fold change = 0, indicating
whether the genes are up- or downregulated.

Table 1. Differentially expressed genes observed in both PBMCs and spleens of chimeric ApoE−/−

mice reconstituted with Tg26+/−/ApoE−/−/Casp-1−/− vs. Tg26+/−/ApoE−/−/Casp-1+/+ bone marrow
cells.

Gene Chromosome Location Fold Change p-Value

Casp-1 Chr-9 −1.36 0.002
Eps8I1 Chr-7 −4.93 1.04 × 10−18

Slc15a2 Chr-16 −5.42 3.37 × 10−40

Capn11 Chr-17 −6.15 7.72 × 10−6

Abbreviations: Casp-1: Caspase-1; Capn11: calpain 11; EPS8l1: EPS8-like 1; Clc15a2: solute carrier family 15
(H+/peptide transporter), member 2.

Table 2. Differentially expressed genes observed in either PBMCs or spleens of chimeric ApoE−/−

mice reconstituted with Tg26+/−/ApoE−/−/Casp-1−/− vs. Tg26+/−/ApoE−/−/Casp-1+/+ bone marrow
cells.

Gene Chromosome
Location

Fold Change
(PBMC)

Fold Change
(Spleen) p Value

GRB2 Chr-11 1.87 0.004
Aqp1 Chr-6 2.05 0.036

Ppp3cc Chr-8 −0.89 0.024
CD14 Chr-18 −1.50 0.004
Myc Chr-11 −1.55 0.013
Ear1 Chr-14 3.94 6.31 × 10−9

Abbreviations: Aqp1: aquaporin 1; Ppp3cc: protein phosphatase 3 catalytic subunit gamma isoform; CD14: CD14
antigen; Myc: myelocytomatosis oncogene; Ear1: eosinophil-associated ribonuclease A family, member 1.
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We further conducted pathway analyses to demonstrate that several genes are dif-
ferentially expressed with significant biological functions associated with caspase-1 defi-
ciency in both PBMCs (Figure 6A,B) and spleen (Figure 6C,D). In PBMCs, we detected
that the chimeric ApoE−/− mice carrying Casp-1-deficient bone marrow had significantly
increased activation of the hallmark_heme_metabolism pathway (Figure 6A), and reduced
activation of the hallmark_TNFalpha_signaling_via_NFκ-beta, hallmark_hypoxia, and hall-
mark_inflammatory_response pathways (Figure 6B), than the chimeric ApoE−/− mice carry-
ing the Casp-1-sufficient gene. Interestingly, we also found that complement pathway activa-
tion had a tendency to be reduced in PBMCs of the chimeric mice carrying Casp-1-deficient
bone marrow (p = 0.094) (Figure 6B). In the spleen, we found that the ApoE−/− mice carrying
Casp-1-deficient bone marrow had significantly increased activation of certain pathways,
e.g., hallmark_estrogen_response, hallmark_epithelial_mesenchymal_transition, and hall-
mark_myc_targets_v1 (Figure 6C), and reduced activation of the hallmark_heme_metabolism
pathway (Figure 6D). Of note, in PBMCs, reduced activation of hallmark TNF-α signal-
ing via NF-κB was detected, along with hallmark inflammatory responses and comple-
ment pathways in the mice deficient in Casp-1 activation in immune cells, supporting our
hypothesis that the deficiency in Casp-1 pathway activation in macrophages attenuates
HIV-associated atherogenesis. Taken together, changes both at the transcriptomic level and
at the pathway level further clarify the pathogenic function of the caspase-1 pathway in
HIV-associated atherogenesis.
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Figure 6. Significant pathways based on PBMC and spleen data. Enrichment plot
of highly enriched biological pathways from the Molecular Signatures Hallmark gene
set collection of upregulated genes and downregulated genes for (A,B) PBMCs and
(C,D) spleen. The plot (A) presents only HALLMARK_HEME_METABOLISM as a signif-
icant pathway. The plot (B) shows HALLMARK_TNFA_SIGNALING_VIA_NFKB, HALL-
MARK_HYPOXIA, and HALLMARK_INFLAMMATORY_RESPONSE as significant pathways. The
plot (C) shows 3 significant pathways, i.e., HALLMARK_ESTROGEN_RESPONSE_EARLY, HALL-
MARK_EPITHELIAL_MESENCHYMAL_TRANSITION, and HALLMARK_MYC_TARGETS_V1.
The panel (D) shows HALLMARK_HEME_METABOLISM as a significant pathway. Significances
in the panels were determined using Fisher’s exact test. NES = normalized enrichment score,
NOM.p.val = normalized p-value.
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3. Discussion

Herein, we demonstrated the causative effect of caspase-1 activation in HIV-1-associated
atherosclerosis using HIV-1 transgenic mice under an atherogenic background and diet.
A global caspase-1 knockout in mice suppressed plaque deposition in the thoracic aorta,
which is associated with a reduced level of IL-18 in the circulation and decreased ex
vivo foam cell formation. To further demonstrate the specific effect of caspase-1 in im-
mune cells, we developed and used a clinically relevant mouse model, a hematopoietic
cell-specific caspase-1-deficient and HIV transgene mouse model with an ApoE−/− athero-
genic background. We discovered that the absence of caspase-1 in mouse immune cells
resulted in significantly reduced plaque size in the entire aorta and aortic root. These
results document that caspase-1 activation directly contributes to the development of
HIV-associated atherosclerosis. These results are consistent with our previously published
findings: (1) caspase-1+ macrophages present in aortic plaques of PWH and (2) elevation
of IL-18 in the plasma of PWH correlated with the total segments and number of non-
calcified inflammatory plaques [23]. Further, we demonstrated that SIV infection in rhesus
macaques increased caspase-1 activation and secretion of IL-18 [24]. SIV infection activates
the NF-κB pathway [24], a first and critical signal for transcriptional upregulation of NOD-
like receptor protein 3 (NLRP3), an upstream signaling molecule of caspase-1 activation
and pro-IL-1β [29–31]. In the Tg26+/−ApoE−/− mouse model, we found that caspase-1
activation in inflammatory monocytes correlated with HIV-associated atherogenesis [23].
Together, the results reported here further highlight the important role of caspase-1 in
HIV-associated atherosclerosis.

Previous studies have experimentally examined the atherogenic role of caspase-1 in a
non-HIV setting using caspase-1 deficiency in two complementary mouse models, ApoE−/−

and Ldlr−/− [32–34]. Usui et al. reported that ApoE−/− caspase-1 knockout mice have
reduced atherosclerotic lesion formation when fed an atherogenic diet for 12 weeks [32].
Similarly reduced atherosclerotic lesion formation was found by inducing caspase-1 defi-
ciency in ApoE−/− mice under both a normal chow diet for 26 weeks and an atherogenic
diet for 8 weeks [33]. Conversely, Menu et al. used ApoE−/−Nlrp3−/−, ApoE−/−Asc−/−,
and ApoE−/−Casp1−/− double-knockout mice and detected no significant differences in
plaque size or macrophage infiltration compared to ApoE−/− mice fed an atherogenic
diet for 11 weeks [34]. The dissimilar outcomes of the two studies can be explained by
the use of distinctive mouse models [35]. The bone marrow transplantation approach was
also used to create chimeric ApoE−/− and Ldlr−/− mice carrying caspase-1-deficient or
-sufficient bone marrow and again showed reduced plaque formation [35,36]. Our results
in an HIV-1 transgenic mouse model are consistent with previous findings observed in
non-HIV chimeric mice carrying caspase-1-deficient bone marrow [35]. However, in the
case of global capsase-1 deficiency, we only observed significant plaque reduction in the
thoracic areas, but not in the entire aorta or aortic root. There was a greater variability in
the plaque burden in the entire aorta and aortic root compared to the thoracic region, which
may account for the results only reaching significance for the thoracic region.

In the current study, we used multiple approaches to document the causative ef-
fect of caspase-1 activation in promoting HIV-associated atherogenesis. We found that
global caspase-1 deficiency reduced serum IL-18 and foam cell formation. We observed
a significant reduction in monocyte/macrophage infiltration in the aortic root plaque in
caspase-1-deficient hematopoietic chimeric mice. Overall, there were fewer CD3+ T cells in
the aortic plaques compared to the number of CD68+ macrophages. In the blood, there were
fewer inflammatory monocytes (Ly6C+) in caspase-1-deficient mice compared to caspase-1-
sufficient bone-marrow-cell-transplanted mice. Ly6C+ inflammatory peripheral monocytes
migrate to the intima. Once in the intima, monocytes differentiate into macrophages, which
phagocytize oxLDL, leading to foam cell formation and eventually formation of plaques,
the hallmark of atherosclerosis. In the caspase-1-deficient mice, there was reduced inflam-
matory monocytes, decreased number of macrophages in the aortic root, and an attenuated
amount of plaque. These results are supported by previous studies, which suggested a
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remarkable reduction in atherosclerosis in IL-18-deficient animals [36,37]. In SIV-infected
rhesus macaques on an atherogenic diet, IL-18 levels and CD68-positive macrophages
were directly linked with atherosclerotic lesion progression [38]. In vulnerable human
atherosclerotic plaques, infiltrated macrophages correlated with IL-18 levels [39,40]. In-
creased expression of cell adhesion molecules such as VCAM1 in damaged endothelial cells
mediates the adhesion and infiltration of circulating monocytes into the subendothelial
space [41]. Nevertheless, the causative role of caspase-1-mediated myeloid cell activation
in HIV-associated atherogenesis warrants further investigation [42–44].

We have reported that transcriptomic analyses of peripheral mononuclear cells and
splenocytes indicate that the deficiency of caspase-1 inhibits the function of caspase-1
pathway-related genes such as Eps8l1, Slc15a2, Calpain11, Cd14, Myc, Grb2, and Aqp1. EPS8l-
1, an epidermal growth factor receptor pathway substrate 8 protein, has been documented
to regulate caspase-1 activation pathways in the absence of NLRP3 inflammasomes [45].
Slc15a2, a multi-pass membrane protein expressed in macrophages, is activated by external
stimuli and then enhances inflammatory cytokine production [46]. Capn11 (Calpain11)
participates in cholesterol metabolism and release of caspase-1 from macrophages [47]. Ad-
ditionally, calpain 11 is implicated in inflammatory cytokines, mediators, immune cells, and
signaling cascades depending on the external stimuli [48]. Together, the downregulation
of Eps8l1, Slc15a2, and Calpain11 in our experimental setting further indicate that defi-
ciency of caspase-1 inhibits the function of these caspase-1 pathway-related gene functions,
which may contribute to HIV-associated atherogenesis. These genes need further inves-
tigation regarding their possible role in HIV-associated atherogenesis. Additionally, we
also found that some genes are expressed differentially in a tissue-specific manner. These
genes include CD14, Myc, GRB2, and Aqp1, which are involved in caspase-1 pathway
modulations [25,27,49,50] and are differentially regulated in PBMCs and spleens. Finally,
we documented that Casp-1 pathways in PBMCs may participate in the activation of several
inflammatory pathways, including hallmark TNF-α signaling via NF-κB, hallmark inflam-
matory response pathways, and complement pathways (p = 0.09), which may contribute to
HIV-associated atherogenesis. Indeed, these findings are consistent with the previous find-
ings reported by us [51–54] and other researchers [55], showing that complement pathways
and NF-κB activation contribute to atherogenesis and aneurysm, and inhibition of these
pathways has a beneficial effect in treating atherogenesis. Taken together, changes at the
transcriptomic level and pathway activation in our HIV-1 transgenic caspase-1-deficient
mouse model provide further insight into the pathogenic role of caspase-1 alteration in
HIV-1-associated atherogenesis. However, the cause–effect of these genes and the pathways’
activation in HIV-associated anthogenesis require further investigation.

4. Materials and Methods
4.1. Mouse Treatment, Bone Marrow Transplantation, and Atherosclerotic Plaque Analyses

The use of animals in this study was approved by the Animal Care and Use Commit-
tee (IACUC) at Tulane University School of Medicine, and all experiments conformed to
the relevant regulatory standards. HIV Tg26+/− transgenic ApoE-deficient mice with B6
background (Tg26+/−/ApoE−/−) were generated by crossing Tg26+/− mice with B6 back-
ground with ApoE−/− mice, as described previously [23]. Tg26+/−/ApoE−/−/Casp-1−/−

and Tg26+/−/ApoE−/−/Casp-1+/+ mice were generated by crossing Tg26+/−/ApoE−/− mice
with caspase-1-deficient mice (Casp-1−/−). Casp-1−/− mice were purchased from Jacksons’
laboratory (B6N.129S2-Casp1tm1Flv). PCR genotyping was used to identify casp-1+/+, casp-
1+/−, and casp-1−/− mice during crossing. All animals used in the global knockout studies
were confirmed to have their appropriate genotype.

Eight-week-old recipient ApoE−/− mice were irradiated (9.5 Gy) using an RS2000
irradiator (Rad Source, Buford, GA), followed by transplanting 106 donor bone marrow
cells from Tg26+/−/ApoE−/−/Casp-1+/+ or Tg26+/−/ApoE−/−/Casp-1−/− mice through tail
vein injection within 5 h of isolation [56]. The reconstituted (chimeric) mice were fed a
normal chow for 5 weeks to allow full reconstitution [23,44] and then switched to an athero-
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genic diet (D12108C; Research Diets, Inc., New Brunswick, NJ, USA) of 20.1% saturated fat,
1.37% cholesterol, and 0% sodium cholate for 8 weeks [23]. The mice with global deficiency
were fed the same diet for 12 weeks. For the global deficiency studies, 22 Casp-1−/− and
9 Casp-1+/+ animals were used in the studies. For the bone marrow transplantation studies,
19 Casp-1−/− and 10 Casp-1+/+ animals were used in the studies. At the culmination of
the experiments, the mice were perfused with isotonic saline and sacrificed. Hearts along
with aortic trees were removed for morphometric analyses. For the bone marrow trans-
plantation studies, 5 Casp-1−/− and 5 Casp-1+/+ aortas were used for HIV envelope (env)
expression and 14 Casp-1−/− and 5 Casp-1+/+ aortas were used for plaque characterization
and histology. Plaques were identified in the whole aorta and aortic root using Oil Red O
and H&E staining, respectively, to show the structural and morphological characteristics
within the plaque sample. A digital camera was used to capture the whole image, and
the total number of pixels for the whole aortas and plaque areas were measured using
Image J, thus allowing calculation of the percentage of the total surface area of plaque in
the aortas. The plaque area in the aortic root for each section was quantified, as described
previously [23]. The chimerism was established by determining HIV transcript levels in
multiple tissues, including the spleen, thymus, and aorta, using qRT-PCR.

4.2. Serum Lipid Analysis

The mice were anesthetized using isoflurane and sacrificed via cervical dislocation.
Blood was collected from the heart using a 1 mL syringe. After 30 min at room temperature
to allow clotting, the tubes were centrifuged at 2000× g for 10 min and serum was collected
in fresh tubes and stored for analysis. Serum cholesterol and triglyceride were measured at
the central facility of Tulane University. For the global studies, 5 Casp-1−/− and 2 Casp-1+/+

animals did not have serum available for lipid analyses.

4.3. Atherosclerotic Plaque Analysis in Aorta

For atherosclerotic analysis, whole aortic trees were excised from the mice and placed
in 4% PFA. After processing, the hearts were embedded in an optimal cutting temperature
(OCT) compound. A total of 30 serial histological sections were obtained at a 7 µm thickness
from the aortic valve toward the ascending aorta, as described previously [23]. Whole
aortic trees were processed, followed by Oil Red O staining. Residual tissues and fats from
the aorta were removed, which was then pinned on the gel. Images were taken for plaque
lesion quantification.

4.4. Histological Analysis of Plaque Progression in Aortic Sinus

Histological slides were processed using hematoxylin II and eosin Y (Abcam, Cam-
bridge, MA, USA) staining to determine plaque lesions in the aortic sinuses as per the
manufacturer’s protocol (Abcam, USA). Images were captured using light microscopy at
10× magnification and analyzed for plaque deposition.

4.5. Immunohistochemistry

To establish the macrophage and T-cell content in the studied mouse plaques, serial
frozen sections of the aortic root (7 µm) were washed gently 3 times for 3 min each with
1× PBS and then blocked with Bloxall blocking solution (Vector lab, Newark, CA, USA),
before incubating with specific antibodies (Table S1). The antibodies were used at optimal
dilutions, and dilutions were made using Tris-buffered saline (TBS) containing 3% bovine
serum albumin (BSA). Incubation occurred overnight at 4 ◦C. After rinsing gently, the
sections were treated with the respective fluorescent-labeled or HRP-conjugated secondary
antibodies. After washing, the slides were mounted with DAPI mounting media. Images
were taken at 10× magnification.

Caspase-1 immunohistochemistry in aortic plaque: After the blocking step, the slides
were incubated with a rabbit-anti-mouse casp-1 antibody (Santa Cruz, sc-1218R, Santa
Cruz, CA, USA) in the blocking buffer overnight at 4 ◦C, followed by horseradish peroxi-
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dase (HRP)-conjugated goat-anti-rabbit-IgG secondary antibody (DAKO, P0448, Northolt,
UK). After washing three times, the slides were developed using 3,3-diaminobenzidine
(DAB) from vector labs (SK-4105). Finally, the slides were mounted after hematoxylin QS
counterstain (Vector Labs, USA, H-3404-100), and images were taken under the microscope
at 10× magnification to analyze the caspase-1 content in the plaque area.

CD3 immunohistochemistry for T-cells in the plaque: The slides were incubated
overnight at 4 ◦C with anti-mouse-CD3 monoclonal antibody (Santa Cruz Biotechnology,
Dallas, TX, USA), followed by fluorescent-labeled secondary antibody. The slides were
mounted using DAPI mounting media, and images were taken using a Nikon fluorescent
Inverted microscope (Model: Eclipse Ti2).

CD68 immunohistochemistry in resident macrophages: For macrophage staining,
the slides were incubated using rat anti-mouse CD68 monoclonal antibody (Invitrogen,
Waltham, MA, USA) overnight at 4 ◦C, followed by washing with PBS in tween 20, and then
incubated with a secondary antibody for 1 h at room temperature. The slides were washed
and mounted using DAPI mounting media. Images were captured using a fluorescent
microscope.

4.6. FAM-FLICA Caspase-1 Staining and Flow Cytometry Analysis

Active caspase-1 activity in monocytes was determined using the FAM FLICA Casp-
1 assay kit (Immunochemistry Technologies, Davis, CA, USA) (Table S1), following the
manufacturer’s instructions. In a subset of bone-marrow-transplanted animals, blood
from Tg26+/−/ApoE−/−/Casp-1+/+ (n = 4) and Tg26+/−/ApoE−/−/Casp-1−/− mice (n = 4) was
collected via tail bleeding. After removal of red blood cells, peripheral blood mononu-
clear cells (PBMCs) were incubated with monocyte markers, including CD11b-PE-Cy7,
Ly6C-Flour450 (eBioscience, San Diego, CA), and Ly6G-APC (Bio legend, San Diego, CA,
USA), for 30 min at room temperature (Table S1). After washing with 1xPBS, the cells
were then stained with caspase-1 inhibitor FAM-YVAD-FMK at 37 ◦C for 1 h, followed
by washing with the 1x apoptosis wash buffer provided in the kit. In the end, the super-
natants were discarded, and the cells were resuspended with 300 µL of 1× apoptosis wash
buffer. Caspase-1 activity in monocytes was recorded using BD LSR Fortessa flow (Becton
Dickinson Immunocytometry Systems, San Jose, CA, USA). The analysis and histogram
graphics were performed using the FlowJo software (version FlowJo_v10.9.0_CL) (Ashland,
OR, USA).

4.7. Foam Cell Formation Assay

Mouse spleens were harvested at Tulane University and sent to Temple University.
A cell suspension was obtained using a gentleMACS Dissociator homogenizer, followed
by filtration through a 40 µm cell strainer. Splenic monocytes were isolated from the cell
suspension using an EasySep™ mouse monocyte isolation kit (STEMCELL Technologies
Inc., Vancouver, BC, Canada) and plated. To differentiate into macrophages, the cells
were treated every 2 days for 8 days with RPMI 1640 containing M-CSF at 50 ng/mL and
10% FBS (Table S1). To induce foam cell formation, adherent macrophages were treated
with 100 µg/mL of oxidized low-density lipoprotein (oxLDL), from Kalen Biomedical,
Montgomery Village, MD, USA), for 24 h (Table S1) and then double-stained with 0.4%
Oil red O for detection of lipids and CD163 antibody for detection of tissue macrophages
(Table S1). The percentage of macrophages that became foam cells and were lipid positive
was quantified in multiple fields. Spleens were not available for 3 global Casp-1−/− animals.

4.8. qRT-PCR

According to the manufacturer’s instructions, total RNA was extracted from either
cells (splenocytes) or tissues (thymus, spleen, and aorta) using a Monarch® Total RNA
Miniprep Kit (New England Biolabs, Ipswich, MA, USA). A total of 100 ng of RNA was
used for each reaction using a Luna® Universal Probe One-Step RT-qPCR Kit (New Eng-
land Biolabs, Ipswich, MA, USA) and Roche light cycler 96 (Roche, Indianapolis, IN, USA).
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The reaction conditions were as follows: reverse transcription at 55 ◦C for 10 min, ini-
tial denaturation at 95 ◦C for 1 min, denaturation at 95 ◦C for 10 s, extension at 60 ◦C
for 30 s (+plate read), for a total of 45 cycles. Data for relative expression compared
to beta-actin were analyzed using the 2−∆∆Ct method. The primers and probes utilized
were as follows: NLRP3 Forward ACCTTTGCCCATACCTTCAG, NLRP3 Reverse TGC-
CACAAACCTTCCATCTA, NLRP3 Probe TCTTCCTGTTAACTGACCATCCCGC, IL-18
Forward TTGCTTTCACTTCTCCCCTG, IL-18 Reverse AGCATGGAACCACAGAGAAC,
IL-18 Probe AGTCCAACTGCAGACTGGCACA, casp-1 Forward TTCAACATCTTTCTC-
CGAGGG, casp-1 Reverse CACCTCTTTCACCATCTCCAG, casp-1 Probe CCCAGATC-
CTCCAGCAGCAACTT, ASC Forward ATTGCCAGGGTCACAGAAG, ASC Reverse AG-
GATGGAACAAAGCTGAAGAG, ASC Probe TGGACGGAGTGCTGGATGCTT, IL-1β
Forward TGGGCTGGACTGTTTCTAATG, IL-1β Reverse TTTCTTGTGACCCTGAGCG,
and IL-1β Probe CCCCTGGAGATTGAGCTGTCTGC.

4.9. ELISA and Meso Scale Discovery (MSD) Assay

Mouse serum was used to perform all the analyses. Mouse IL-18 was purchased from
MBL International Corporation (Woburn, MA, USA). V-PLEX Proinflammatory Panel 1
Mouse Kit was purchased from Meso Scale Diagnostics (Rockville, MD, USA) and includes
IL-1β, IL-2, IL-5, IL-6, KC/GRO, and IL-10. The levels of cytokines were determined
following the manufacturer’s instructions.

4.10. RNA Extraction, Library Preparation, Sequencing, and Analysis

A new cohort of bone-marrow-transplanted animals were used in the RNA seq studies.
Thirteen recipient ApoE−/− mice were irradiated as described above and reconstituted
with donor bone marrow cells of either female Tg26+/−/ApoE−/−/Casp-1+/+ (n = 8) or male
Tg26+/−/ApoE−/−/Casp-1−/− mice (n = 5). After eight weeks of atherogenic diet, PBMCs
and spleen tissues were harvested. For bulk RNA seq analysis of PBMCs and spleens,
total RNAs were isolated using a RNeasy mini kit (Qiagen, CA, USA). The extracted
RNA samples underwent quality control (QC) assessment using the Agilent Bioanalyzer
(Agilent, Santa Clara, CA, USA), and all RNA samples submitted for sequencing had an
RNA Integrity Number (RIN) >8. The RNA library was prepared for sequencing using
Illumina TruSeq Stranded mRNA sample prep kit as previously described [57,58]. After
the cDNA library preparation was completed, it was pooled and sequenced using NextSeq
500/550 High Output Kit on an Illumina NextSeq 550 as per the SMART-Seq Stranded Kit’s
protocol (Takara Bio USA, Inc., San Jose, CA, USA). The mapping errors and ambiguity
were eliminated, followed by normalization of the read counts across all samples. All
subsequent analyses and differential expressions were performed using DESeq, EdgeR, and
Cuffdiff (Slug Genomics, UV Santa Cruz), and the graphs and volcano plots were produced
by applying the R program.

4.11. Statistics

The data were analyzed using GraphPad Prism 9.0 software (La Jolla, CA, USA) and
presented as mean ± standard error of the mean (SEM). The experiments were performed
using at least two biologically distinct replicates. Outliers were analyzed using the ROUT
method, and values 3-fold greater than the SEM were excluded. One-way ANOVA with
Bonferroni correction was used for multiple comparisons. All data sets were tested for
normality and lognormality using the following methods: D’agostino–Pearson omnibus
normality test, Anderson–Darling test, Shapiro–Wilk test, and Kolmogorov–Smirnov nor-
mality test with Dallal–Wilkinson–Lilliefor p-value. In all cases, either the sample size was
too small, or the data sets did not pass the normality and lognormality tests, so the Mann–
Whitney test, a non-parametric test, was used. Significant differences were determined at
p < 0.05.
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5. Conclusions

The molecular pathways involved in accelerated HIV-associated atherosclerosis were
explored using both global and hematopoietic cell deficiency of caspase-1 in an HIV
transgenic mouse model with an atherogenic background. The results showed that caspase-
1 deficiency led to a significant reduction in atherosclerotic plaque in the aorta and decreased
foam cell formation, thus attenuating HIV-associated atherogenesis in mice. Additionally,
the bulk RNAseq showed changes at the transcriptomic level and pathway activation in
caspase-1-deficient mice. These data further highlight the pathogenic role of the caspase-1
pathway in HIV-associated atherogenesis.

Supplementary Materials: The supporting information can be downloaded at https://www.mdpi.
com/article/10.3390/ijms241612871/s1.

Author Contributions: Conceptualization, T.H.B. and X.Q.; methodology, M.A.A., M.C., M.R., Z.C.,
F.L. and M.S.K.; investigation, M.A.A., M.C., M.R., Z.C., F.L. and M.S.K.; analysis, M.C., M.A.A.,
T.H.B. and X.Q.; writing—original draft preparation, M.C., M.A.A., T.H.B. and X.Q.; writing—review
and editing, J.K.K. and M.S.K.; visualization, M.C., M.A.A., T.H.B. and J.K.K.; funding acquisition,
T.H.B. and X.Q. All authors have read and agreed to the published version of the manuscript.

Funding: This research was funded by a grant from the National Institute of Health, the National
Heart, Lung, and Blood Institute, grant number R01 HL141132, awarded to T.H.B. and X.Q.

Institutional Review Board Statement: The use of animals in this study was approved by the Animal
Care and Use Committee (IACUC) at Tulane University School of Medicine, and all experiments
conformed to the relevant regulatory standards.

Informed Consent Statement: Not applicable.

Data Availability Statement: The authors will make all materials used to conduct this research
available to other researchers upon reasonable request.

Conflicts of Interest: Tricia H. Burdo holds equity in and is a member of the scientific advisory board
of Excision Biotherapeutics, which played no role in this work. All authors declare that this research
was conducted in the absence of any commercial or financial relationships that could be construed as
a potential conflict of interest. The funders had no role in the design of the study; in the collection,
analyses, or interpretation of data; in the writing of the manuscript; or in the decision to publish the
results.

References
1. Shrestha, S.; Irvin, M.R.; Grunfeld, C.; Arnett, D.K. Hiv, inflammation, and calcium in atherosclerosis. Arter. Thromb. Vasc. Biol.

2014, 34, 244–250. [CrossRef] [PubMed]
2. Lo, J.; Plutzky, J. The biology of atherosclerosis: General paradigms and distinct pathogenic mechanisms among hiv-infected

patients. J. Infect. Dis. 2012, 205 (Suppl. S3), S368–S374. [CrossRef] [PubMed]
3. Vachiat, A.; McCutcheon, K.; Tsabedze, N.; Zachariah, D.; Manga, P. Hiv and ischemic heart disease. J. Am. Coll. Cardiol. 2017, 69,

73–82. [CrossRef] [PubMed]
4. Smith, C.J.; Ryom, L.; Weber, R.; Morlat, P.; Pradier, C.; Reiss, P.; Kowalska, J.D.; de Wit, S.; Law, M.; el Sadr, W.; et al. Trends in

underlying causes of death in people with hiv from 1999 to 2011 (d:A:D): A multicohort collaboration. Lancet 2014, 384, 241–248.
[CrossRef]

5. Lewden, C.; May, T.; Rosenthal, E.; Burty, C.; Bonnet, F.; Costagliola, D.; Jougla, E.; Semaille, C.; Morlat, P.; Salmon, D.; et al.
Changes in causes of death among adults infected by hiv between 2000 and 2005: The “mortalite 2000 and 2005” surveys (anrs
en19 and mortavic). J. Acquir. Immune Defic. Syndr. 2008, 48, 590–598. [CrossRef]

6. Kearns, A.; Burdo, T.H.; Qin, X. Editorial commentary: Clinical management of cardiovascular disease in hiv-infected patients.
Trends Cardiovasc. Med. 2017, 27, 564–566. [CrossRef]

7. Kearns, A.; Gordon, J.; Burdo, T.H.; Qin, X. Hiv-1-associated atherosclerosis: Unraveling the missing link. J. Am. Coll. Cardiol.
2017, 69, 3084–3098. [CrossRef]

8. Hsue, P.Y.; Hunt, P.W.; Schnell, A.; Kalapus, S.C.; Hoh, R.; Ganz, P.; Martin, J.N.; Deeks, S.G. Role of viral replication, antiretroviral
therapy, and immunodeficiency in hiv-associated atherosclerosis. AIDS 2009, 23, 1059–1067. [CrossRef]

https://www.mdpi.com/article/10.3390/ijms241612871/s1
https://www.mdpi.com/article/10.3390/ijms241612871/s1
https://doi.org/10.1161/ATVBAHA.113.302191
https://www.ncbi.nlm.nih.gov/pubmed/24265418
https://doi.org/10.1093/infdis/jis201
https://www.ncbi.nlm.nih.gov/pubmed/22577210
https://doi.org/10.1016/j.jacc.2016.09.979
https://www.ncbi.nlm.nih.gov/pubmed/28057253
https://doi.org/10.1016/S0140-6736(14)60604-8
https://doi.org/10.1097/QAI.0b013e31817efb54
https://doi.org/10.1016/j.tcm.2017.07.007
https://doi.org/10.1016/j.jacc.2017.05.012
https://doi.org/10.1097/QAD.0b013e32832b514b


Int. J. Mol. Sci. 2023, 24, 12871 16 of 18

9. Chivero, E.T.; Guo, M.L.; Periyasamy, P.; Liao, K.; Callen, S.E.; Buch, S. Hiv-1 tat primes and activates microglial nlrp3
inflammasome-mediated neuroinflammation. J. Neurosci. 2017, 37, 3599–3609. [CrossRef]

10. Walsh, J.G.; Reinke, S.N.; Mamik, M.K.; McKenzie, B.A.; Maingat, F.; Branton, W.G.; Broadhurst, D.I.; Power, C. Rapid inflamma-
some activation in microglia contributes to brain disease in hiv/aids. Retrovirology 2014, 11, 35. [CrossRef]

11. Hernandez, J.C.; Latz, E.; Urcuqui-Inchima, S. Hiv-1 induces the first signal to activate the nlrp3 inflammasome in monocyte-
derived macrophages. Intervirology 2014, 57, 36–42. [CrossRef] [PubMed]

12. Guo, H.; Gao, J.; Taxman, D.J.; Ting, J.P.; Su, L. Hiv-1 infection induces interleukin-1beta production via tlr8 protein-dependent
and nlrp3 inflammasome mechanisms in human monocytes. J. Biol. Chem. 2014, 289, 21716–21726. [CrossRef] [PubMed]

13. Lisco, A.; Wong, C.S.; Lage, S.L.; Levy, I.; Brophy, J.; Lennox, J.; Manion, M.; Anderson, M.V.; Mejia, Y.; Grivas, C.; et al.
Identification of rare hiv-1-infected patients with extreme cd4+ t cell decline despite art-mediated viral suppression. JCI Insight
2019, 4, e127113. [CrossRef]

14. Pereyra, F.; Lo, J.; Triant, V.A.; Wei, J.; Buzon, M.J.; Fitch, K.V.; Hwang, J.; Campbell, J.H.; Burdo, T.H.; Williams, K.C.; et al.
Increased coronary atherosclerosis and immune activation in hiv-1 elite controllers. AIDS 2012, 26, 2409–2412. [CrossRef]
[PubMed]

15. Fitch, K.V.; Srinivasa, S.; Abbara, S.; Burdo, T.H.; Williams, K.C.; Eneh, P.; Lo, J.; Grinspoon, S.K. Noncalcified coronary
atherosclerotic plaque and immune activation in hiv-infected women. J. Infect. Dis. 2013, 208, 1737–1746. [CrossRef]

16. Tawakol, A.; Ishai, A.; Li, D.; Takx, R.A.; Hur, S.; Kaiser, Y.; Pampaloni, M.; Rupert, A.; Hsu, D.; Sereti, I.; et al. Association of
arterial and lymph node inflammation with distinct inflammatory pathways in human immunodeficiency virus infection. JAMA
Cardiol. 2017, 2, 163–171. [CrossRef]

17. Zanni, M.V.; Toribio, M.; Robbins, G.K.; Burdo, T.H.; Lu, M.T.; Ishai, A.E.; Feldpausch, M.N.; Martin, A.; Melbourne, K.; Triant,
V.A.; et al. Effects of antiretroviral therapy on immune function and arterial inflammation in treatment-naive patients with human
immunodeficiency virus infection. JAMA Cardiol. 2016, 1, 474–480. [CrossRef]

18. Currier, J.S.; Hsue, P. The role of inflammation in hiv-associated atherosclerosis—One size may not fit all. J. Infect. Dis. 2019, 221,
495–497. [CrossRef]

19. Kearns, A.; Velasquez, S.; Liu, F.; Dai, S.; Chen, Y.; Lehmicke, G.; Gordon, J.; Rappaport, J.; Qin, X. Elevated indoleamine-
2,3-dioxygenase (ido) enzyme activity in a novel mouse model of hiv-associated atherosclerosis. AIDS 2019, 33, 1557–1564.
[CrossRef]

20. De, S.K.; Wohlenberg, C.R.; Marinos, N.J.; Doodnauth, D.; Bryant, J.L.; Notkins, A.L. Human chorionic gonadotropin hormone
prevents wasting syndrome and death in hiv-1 transgenic mice. J. Clin. Investig. 1997, 99, 1484–1491. [CrossRef]

21. Dickie, P.; Felser, J.; Eckhaus, M.; Bryant, J.; Silver, J.; Marinos, N.; Notkins, A.L. Hiv-associated nephropathy in transgenic mice
expressing hiv-1 genes. Virology 1991, 185, 109–119. [CrossRef] [PubMed]

22. Cheung, J.Y.; Gordon, J.; Wang, J.; Song, J.; Zhang, X.Q.; Tilley, D.G.; Gao, E.; Koch, W.J.; Rabinowitz, J.; Klotman, P.E.; et al.
Cardiac dysfunction in hiv-1 transgenic mouse: Role of stress and bag3. Clin. Transl. Sci. 2015, 8, 305–310. [CrossRef] [PubMed]

23. Kearns, A.C.; Liu, F.; Dai, S.; Robinson, J.A.; Kiernan, E.; Tesfaye Cheru, L.; Peng, X.; Gordon, J.; Morgello, S.; Abuova, A.; et al.
Caspase-1 activation is related with hiv-associated atherosclerosis in an hiv transgenic mouse model and hiv patient cohort.
Arterioscler. Thromb. Vasc. Biol. 2019, 39, 1762–1775. [CrossRef] [PubMed]

24. Kearns, A.C.; Robinson, J.A.; Shekarabi, M.; Liu, F.; Qin, X.; Burdo, T.H. Caspase-1-associated immune activation in an accelerated
siv-infected rhesus macaque model. J. Neurovirol. 2018, 24, 420–431. [CrossRef]

25. Niu, Z.; Tang, J.; Zhang, W.; Chen, Y.; Huang, Y.; Chen, B.; Li, J.; Shen, P. Caspase-1 promotes monocyte-macrophage differentiation
by repressing pparγ. FEBS J. 2017, 284, 568–585. [CrossRef]

26. Kondreddy, V.; Magisetty, J.; Keshava, S.; Rao, L.V.M.; Pendurthi, U.R. Gab2 (grb2-associated binder2) plays a crucial role in
inflammatory signaling and endothelial dysfunction. Arter. Thromb. Vasc. Biol. 2021, 41, 1987–2005. [CrossRef]

27. Proctor, B.M.; Ren, J.; Chen, Z.; Schneider, J.G.; Coleman, T.; Lupu, T.S.; Semenkovich, C.F.; Muslin, A.J. Grb2 is required for
atherosclerotic lesion formation. Arter. Thromb. Vasc. Biol. 2007, 27, 1361–1367. [CrossRef]

28. Rabolli, V.; Wallemme, L.; Lo Re, S.; Uwambayinema, F.; Palmai-Pallag, M.; Thomassen, L.; Tyteca, D.; Octave, J.N.; Marbaix, E.;
Lison, D.; et al. Critical role of aquaporins in interleukin 1β (il-1β)-induced inflammation. J. Biol. Chem. 2014, 289, 13937–13947.
[CrossRef]

29. Hoseini, Z.; Sepahvand, F.; Rashidi, B.; Sahebkar, A.; Masoudifar, A.; Mirzaei, H. Nlrp3 inflammasome: Its regulation and
involvement in atherosclerosis. J. Cell. Physiol. 2018, 233, 2116–2132. [CrossRef]

30. Rheinheimer, J.; de Souza, B.M.; Cardoso, N.S.; Bauer, A.C.; Crispim, D. Current role of the nlrp3 inflammasome on obesity and
insulin resistance: A systematic review. Metabolism 2017, 74, 1–9. [CrossRef]

31. Afonina, I.S.; Zhong, Z.; Karin, M.; Beyaert, R. Limiting inflammation-the negative regulation of nf-kappab and the nlrp3
inflammasome. Nat. Immunol. 2017, 18, 861–869. [CrossRef] [PubMed]

32. Usui, F.; Shirasuna, K.; Kimura, H.; Tatsumi, K.; Kawashima, A.; Karasawa, T.; Hida, S.; Sagara, J.; Taniguchi, S.; Takahashi,
M. Critical role of caspase-1 in vascular inflammation and development of atherosclerosis in western diet-fed apolipoprotein
e-deficient mice. Biochem. Biophys. Res. Commun. 2012, 425, 162–168. [CrossRef] [PubMed]

https://doi.org/10.1523/JNEUROSCI.3045-16.2017
https://doi.org/10.1186/1742-4690-11-35
https://doi.org/10.1159/000353902
https://www.ncbi.nlm.nih.gov/pubmed/24008203
https://doi.org/10.1074/jbc.M114.566620
https://www.ncbi.nlm.nih.gov/pubmed/24939850
https://doi.org/10.1172/jci.insight.127113
https://doi.org/10.1097/QAD.0b013e32835a9950
https://www.ncbi.nlm.nih.gov/pubmed/23032411
https://doi.org/10.1093/infdis/jit508
https://doi.org/10.1001/jamacardio.2016.4728
https://doi.org/10.1001/jamacardio.2016.0846
https://doi.org/10.1093/infdis/jiz256
https://doi.org/10.1097/QAD.0000000000002255
https://doi.org/10.1172/JCI119310
https://doi.org/10.1016/0042-6822(91)90759-5
https://www.ncbi.nlm.nih.gov/pubmed/1926769
https://doi.org/10.1111/cts.12331
https://www.ncbi.nlm.nih.gov/pubmed/26300236
https://doi.org/10.1161/ATVBAHA.119.312603
https://www.ncbi.nlm.nih.gov/pubmed/31315440
https://doi.org/10.1007/s13365-018-0630-8
https://doi.org/10.1111/febs.13998
https://doi.org/10.1161/ATVBAHA.121.316153
https://doi.org/10.1161/ATVBAHA.106.134007
https://doi.org/10.1074/jbc.M113.534594
https://doi.org/10.1002/jcp.25930
https://doi.org/10.1016/j.metabol.2017.06.002
https://doi.org/10.1038/ni.3772
https://www.ncbi.nlm.nih.gov/pubmed/28722711
https://doi.org/10.1016/j.bbrc.2012.07.058
https://www.ncbi.nlm.nih.gov/pubmed/22819845


Int. J. Mol. Sci. 2023, 24, 12871 17 of 18

33. Gage, J.; Hasu, M.; Thabet, M.; Whitman, S.C. Caspase-1 deficiency decreases atherosclerosis in apolipoprotein e-null mice. Can. J.
Cardiol. 2012, 28, 222–229. [CrossRef] [PubMed]

34. Menu, P.; Pellegrin, M.; Aubert, J.F.; Bouzourene, K.; Tardivel, A.; Mazzolai, L.; Tschopp, J. Atherosclerosis in apoe-deficient mice
progresses independently of the nlrp3 inflammasome. Cell Death Dis. 2011, 2, e137. [CrossRef] [PubMed]

35. Hendrikx, T.; Jeurissen, M.L.; van Gorp, P.J.; Gijbels, M.J.; Walenbergh, S.M.; Houben, T.; van Gorp, R.; Pottgens, C.C.; Stienstra,
R.; Netea, M.G.; et al. Bone marrow-specific caspase-1/11 deficiency inhibits atherosclerosis development in ldlr−/− mice. FEBS
J. 2015, 282, 2327–2338. [CrossRef] [PubMed]

36. Duewell, P.; Kono, H.; Rayner, K.J.; Sirois, C.M.; Vladimer, G.; Bauernfeind, F.G.; Abela, G.S.; Franchi, L.; Nunez, G.; Schnurr, M.;
et al. Nlrp3 inflammasomes are required for atherogenesis and activated by cholesterol crystals. Nature 2010, 464, 1357–1361.
[CrossRef]

37. Elhage, R.; Jawien, J.; Rudling, M.; Ljunggren, H.G.; Takeda, K.; Akira, S.; Bayard, F.; Hansson, G.K. Reduced atherosclerosis in
interleukin-18 deficient apolipoprotein e-knockout mice. Cardiovasc. Res. 2003, 59, 234–240. [CrossRef]

38. Yearley, J.H.; Xia, D.; Pearson, C.B.; Carville, A.; Shannon, R.P.; Mansfield, K.G. Interleukin-18 predicts atherosclerosis progression
in siv-infected and uninfected rhesus monkeys (macaca mulatta) on a high-fat/high-cholesterol diet. Lab. Investig. 2009, 89,
657–667. [CrossRef]

39. Mallat, Z.; Corbaz, A.; Scoazec, A.; Besnard, S.; Lesèche, G.; Chvatchko, Y.; Tedgui, A. Expression of interleukin-18 in human
atherosclerotic plaques and relation to plaque instability. Circulation 2001, 104, 1598–1603. [CrossRef]

40. Gerdes, N.; Sukhova, G.K.; Libby, P.; Reynolds, R.S.; Young, J.L.; Schönbeck, U. Expression of interleukin (il)-18 and functional
il-18 receptor on human vascular endothelial cells, smooth muscle cells, and macrophages: Implications for atherogenesis. J. Exp.
Med. 2002, 195, 245–257. [CrossRef]

41. Iwata, H.; Manabe, I.; Nagai, R. Lineage of bone marrow-derived cells in atherosclerosis. Circ. Res. 2013, 112, 1634–1647.
[CrossRef] [PubMed]

42. Hu, W.; Ferris, S.P.; Tweten, R.K.; Wu, G.; Radaeva, S.; Gao, B.; Bronson, R.T.; Halperin, J.A.; Qin, X. Rapid conditional targeted
ablation of cells expressing human cd59 in transgenic mice by intermedilysin. Nat. Med. 2008, 14, 98–103. [CrossRef] [PubMed]

43. Feng, D.; Dai, S.; Liu, F.; Ohtake, Y.; Zhou, Z.; Wang, H.; Zhang, Y.; Kearns, A.; Peng, X.; Zhu, F.; et al. Cre-inducible human cd59
mediates rapid cell ablation after intermedilysin administration. J. Clin. Investig. 2016, 126, 2321–2333. [CrossRef] [PubMed]

44. Liu, F.; Dai, S.; Feng, D.; Qin, Z.; Peng, X.; Sakamuri, S.; Ren, M.; Huang, L.; Cheng, M.; Mohammad, K.E.; et al. Distinct fate,
dynamics and niches of renal macrophages of bone marrow or embryonic origins. Nat. Commun. 2020, 11, 2280. [CrossRef]

45. Chuang, J.P.; Kao, C.Y.; Lee, J.C.; Ling, P.; Maa, M.C.; Leu, T.H. Eps8 regulates an nlrp3 inflammasome-independent caspase-1
activation pathway in monosodium urate crystal-treated raw264.7 macrophages. Biochem. Biophys. Res. Commun. 2020, 530,
487–493. [CrossRef]

46. Hu, Y.; Song, F.; Jiang, H.; Nuñez, G.; Smith, D.E. Slc15a2 and slc15a4 mediate the transport of bacterially derived di/tripeptides
to enhance the nucleotide-binding oligomerization domain-dependent immune response in mouse bone marrow-derived
macrophages. J. Immunol. 2018, 201, 652–662. [CrossRef]

47. Miyazaki, T.; Miyazaki, A. Emerging roles of calpain proteolytic systems in macrophage cholesterol handling. Cell. Mol. Life Sci.
2017, 74, 3011–3021. [CrossRef]

48. Ji, J.; Su, L.; Liu, Z. Critical role of calpain in inflammation. Biomed. Rep. 2016, 5, 647–652. [CrossRef]
49. Molla, M.D.; Akalu, Y.; Geto, Z.; Dagnew, B.; Ayelign, B.; Shibabaw, T. Role of caspase-1 in the pathogenesis of inflammatory-

associated chronic noncommunicable diseases. J. Inflamm. Res. 2020, 13, 749–764. [CrossRef]
50. da Silva, I.V.; Soveral, G. Aquaporins in immune cells and inflammation: New targets for drug development. Int. J. Mol. Sci. 2021,

22, 1845. [CrossRef]
51. Wu, G.; Chen, T.; Shahsafaei, A.; Hu, W.; Bronson, R.T.; Shi, G.P.; Halperin, J.A.; Aktas, H.; Qin, X. Complement regulator cd59

protects against angiotensin ii-induced abdominal aortic aneurysms in mice. Circulation 2010, 121, 1338–1346. [CrossRef]
52. Wu, G.; Hu, W.; Shahsafaei, A.; Song, W.; Dobarro, M.; Sukhova, G.K.; Bronson, R.R.; Shi, G.P.; Rother, R.P.; Halperin, J.A.;

et al. Complement regulator cd59 protects against atherosclerosis by restricting the formation of complement membrane attack
complex. Circ. Res. 2009, 104, 550–558. [CrossRef]

53. Liu, F.; Wu, L.; Wu, G.; Wang, C.; Zhang, L.; Tomlinson, S.; Qin, X. Targeted mouse complement inhibitor cr2-crry protects against
the development of atherosclerosis in mice. Atherosclerosis 2014, 234, 237–243. [CrossRef] [PubMed]

54. Dai, S.; Liu, F.; Ren, M.; Qin, Z.; Rout, N.; Yang, X.-F.; Wang, H.; Tomlinson, S.; Qin, X. Complement inhibition targeted to injury
specific neoepitopes attenuates atherogenesis in mice. Front. Cardiovasc. Med. 2021, 8, 731315. [CrossRef] [PubMed]

55. Seidel, F.; Kleemann, R.; van Duyvenvoorde, W.; van Trigt, N.; Keijzer, N.; van der Kooij, S.; van Kooten, C.; Verschuren, L.;
Menke, A.; Kiliaan, A.J.; et al. Therapeutic intervention with anti-complement component 5 antibody does not reduce nash but
does attenuate atherosclerosis and mif concentrations in ldlr−/− Leiden mice. Int. J. Mol. Sci. 2022, 23, 10736. [CrossRef]

56. Yin, Y.; Li, X.; Sha, X.; Xi, H.; Li, Y.F.; Shao, Y.; Mai, J.; Virtue, A.; Lopez-Pastrana, J.; Meng, S.; et al. Early hyperlipidemia promotes
endothelial activation via a caspase-1-sirtuin 1 pathway. Arter. Thromb. Vasc. Biol. 2015, 35, 804–816. [CrossRef] [PubMed]

https://doi.org/10.1016/j.cjca.2011.10.013
https://www.ncbi.nlm.nih.gov/pubmed/22265992
https://doi.org/10.1038/cddis.2011.18
https://www.ncbi.nlm.nih.gov/pubmed/21451572
https://doi.org/10.1111/febs.13279
https://www.ncbi.nlm.nih.gov/pubmed/25817537
https://doi.org/10.1038/nature08938
https://doi.org/10.1016/S0008-6363(03)00343-2
https://doi.org/10.1038/labinvest.2009.29
https://doi.org/10.1161/hc3901.096721
https://doi.org/10.1084/jem.20011022
https://doi.org/10.1161/CIRCRESAHA.113.301384
https://www.ncbi.nlm.nih.gov/pubmed/23743229
https://doi.org/10.1038/nm1674
https://www.ncbi.nlm.nih.gov/pubmed/18157141
https://doi.org/10.1172/JCI84921
https://www.ncbi.nlm.nih.gov/pubmed/27159394
https://doi.org/10.1038/s41467-020-16158-z
https://doi.org/10.1016/j.bbrc.2020.05.084
https://doi.org/10.4049/jimmunol.1800210
https://doi.org/10.1007/s00018-017-2528-7
https://doi.org/10.3892/br.2016.785
https://doi.org/10.2147/JIR.S277457
https://doi.org/10.3390/ijms22041845
https://doi.org/10.1161/CIRCULATIONAHA.108.844589
https://doi.org/10.1161/CIRCRESAHA.108.191361
https://doi.org/10.1016/j.atherosclerosis.2014.03.004
https://www.ncbi.nlm.nih.gov/pubmed/24685815
https://doi.org/10.3389/fcvm.2021.731315
https://www.ncbi.nlm.nih.gov/pubmed/34651027
https://doi.org/10.3390/ijms231810736
https://doi.org/10.1161/ATVBAHA.115.305282
https://www.ncbi.nlm.nih.gov/pubmed/25705917


Int. J. Mol. Sci. 2023, 24, 12871 18 of 18

57. Winkels, H.; Ehinger, E.; Vassallo, M.; Buscher, K.; Dinh, H.Q.; Kobiyama, K.; Hamers, A.A.J.; Cochain, C.; Vafadarnejad, E.;
Saliba, A.E.; et al. Atlas of the immune cell repertoire in mouse atherosclerosis defined by single-cell rna-sequencing and mass
cytometry. Circ. Res. 2018, 122, 1675–1688. [CrossRef]

58. Qin, Z.; Liu, F.; Blair, R.; Wang, C.; Yang, H.; Mudd, J.; Currey, J.M.; Iwanaga, N.; He, J.; Mi, R.; et al. Endothelial cell infection and
dysfunction, immune activation in severe COVID-19. Theranostics 2021, 11, 8076–8091. [CrossRef]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

https://doi.org/10.1161/CIRCRESAHA.117.312513
https://doi.org/10.7150/thno.61810

	Introduction 
	Results 
	Global Caspase-1 Knockout Decreases Plaque Size Only in the Thoracic Region of the Aorta in Tg26+/-/ApoE-/-/Casp-1-/- Mice and Reduces Foam Cell Formation 
	Deficiency of Caspase-1 in Immune Cells Attenuates Atherogenesis in HIV Transgenic Mice 
	Reduced Caspase-1 Activation Is Associated with Reduced Macrophage Content in the Plaque of Chimeric ApoE-/- Mice Reconstituted with Tg26+/-/ApoE-/-/Casp-1-/- Bone Marrow 
	Transcriptomic and Pathway Changes in PBMCs and Spleens of Chimeric ApoE-/- Mice Reconstituted with Caspase-1-Deficient (Tg26+/-/ApoE-/-/Casp-1-/-) vs. Caspase-1-Sufficient (Tg26+/-/ApoE-/-/Casp-1+/+) Bone Marrow 

	Discussion 
	Materials and Methods 
	Mouse Treatment, Bone Marrow Transplantation, and Atherosclerotic Plaque Analyses 
	Serum Lipid Analysis 
	Atherosclerotic Plaque Analysis in Aorta 
	Histological Analysis of Plaque Progression in Aortic Sinus 
	Immunohistochemistry 
	FAM-FLICA Caspase-1 Staining and Flow Cytometry Analysis 
	Foam Cell Formation Assay 
	qRT-PCR 
	ELISA and Meso Scale Discovery (MSD) Assay 
	RNA Extraction, Library Preparation, Sequencing, and Analysis 
	Statistics 

	Conclusions 
	References

