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Abstract: Drug combination therapy is a key approach in cancer treatments, aiming to improve
therapeutic efficacy and overcome drug resistance. Evaluation of intracellular response in cancer
cells to drug treatment may disclose the underlying mechanism of drug resistance. In this study,
we aimed to investigate the effect of osimertinib, a tyrosine kinase inhibitor (TKI), and a curcumin
derivative, 35d, on HCC827 cells and tumors by analyzing alterations in metabolome and related
regulations. HCC827 tumor-bearing SCID mice and cultured HCC827 cells were separately examined.
The treatment comprised four conditions: vehicle-only, 35d-only, osimertinib-only, and a combination
of 35d and osimertinib. The treated tumors/cells were subsequently subjected to metabolomics
profiling, fatty acyl analysis, mitochondrial potential measurement, and cell viability assay. Osimer-
tinib induced changes in the ratio of short-chain (SC) to long-chain (LC) fatty acyls, particularly
acylcarnitines (ACs), in both tumors and cells. Furthermore, 35d enhanced this effect by further
lowering the SC/LC ratio of most ACs. Osimertinib and 35d also exerted detrimental effects on
mitochondria through distinct mechanisms. Osimertinib upregulated the expression of carnitine
palmitoyltransferase I (CPTI), while 35d induced the expression of heat shock protein 60 (HSP60).
The alterations in ACs and CPTI were correlated with mitochondrial dysfunction and inhibited cell
growth. Our results suggest that osimertinib and 35d disrupted the fatty acyl metabolism and induced
mitochondrial stress in cancer cells. This study provides insights into the potential application of
fatty acyl metabolism inhibitors, such as osimertinib or other TKIs, and mitochondrial stress inducers,
such as curcumin derivatives, as combination therapy for cancer.

Keywords: tyrosine kinase inhibitor; metabolomics; fatty acyl metabolism; acylcarnitine; carnitine;
mitochondrial stress

1. Introduction

Epidermal growth factor receptor (EGFR)-activating mutations have been targeted for
the treatment of non-small cell lung cancer (NSCLC). A prospective study has revealed a
significant frequency of EGFR mutations in tumors from Asian patients with adenocarci-
noma (746 (51.4%) positive; 704 (48.6%) negative out of 1450 patients) [1,2]. In the case of
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advanced or metastatic EGFR-mutant NSCLC, EGFR tyrosine kinase inhibitors (TKIs) are
the established first-line treatment [3]. Lung cancers harboring EGFR mutations typically
exhibit a positive response to EGFR TKIs. However, the development of drug resistance
invariably emerges over time. In a cohort of 37 patients with NSCLCs carrying EGFR
mutations, all drug-resistant tumors retained their original EGFR-activating mutations.
Additionally, some of these tumors acquired well-known mechanisms of resistance, such
as the EGFR T790M mutation or MET gene amplification [4]. Osimertinib (also known as
AZD9291, tagrisso) is a third-generation EGFR TKI that targets the cysteine 797 residue to
form a covalent bond in the ATP-binding site of EGFR kinase. Osimertinib demonstrates
high selectivity for EGFR-activating mutations and the EGFR T790M mutation and has
been approved as the first-line treatment for patients with the metastatic EGFR T790M
mutation-positive NSCLCs [5,6].

Drug resistance is one of the challenges in cancer therapy, and the underlying mech-
anisms still remains largely unknown. Mitochondria play a crucial role in cancer cell
survival in stressful conditions by coordinating multiple characteristics of cells, such as
cellular respiration, fatty acid oxidation, the tricarboxylic acid cycle, electron transport, Ca2+

signaling, and redox homeostasis [7]. Emerging evidence strongly suggests that the devel-
opment of drug resistance in cancer cells is certainly associated with mitochondrial-related
pathways [8–10]. Furthermore, high mitochondrial respiration and oxidative phospho-
rylation status were observed in resistant tumor cells [11,12]. Consequently, targeting
mitochondria for cancer therapy and overcoming drug resistance has garnered increasing
attention for various types of cancer [7]. For instance, metformin was observed to inhibit
mitochondria complex I and has been repurposed as an anticancer drug. Preclinical and
clinical studies have demonstrated its antitumor efficacy in combating resistance caused
by chemotherapeutics, including cisplatin, doxorubicin, and 5-fluorouracil (ClinicalTri-
als.gov Identifier: NCT00897884 and NCT02437656) [13–16]. In a phase II clinical trial,
the combination of metformin with standard EGFR-TKI therapy significantly improved
both progression-free survival and overall survival for patients with advanced lung ade-
nocarcinoma (NCT03071705) [17]. Additionally, CPI-613, a lipoate analog that targets
two enzyme complexes (α-ketoglutarate dehydrogenase and pyruvate dehydrogenase) in
the TCA cycle [18], demonstrated anticancer activity in pancreatic cancer and acute myeloid
leukemia (AML) [19]. Notably, CPI-613 has the ability to sensitize AML cells to cytarabine
and mitoxantrone, representing a promising approach for relapsed or refractory AML [20].
Two representative compounds, metformin (ClinicalTrials.gov Identifier: NCT04559308)
and CPI-613 (ClinicalTrials.gov Identifier: NCT04203160), have advanced to phase III
clinical trials. Therefore, the development of treatment targeting mitochondria holds the
potential to enhance the precision of cancer treatment at lower drug doses. Additionally,
exploring more potent molecules that target mitochondrial functions can be an alternative
for achieving successful clinical application in cancer treatment.

Given that curcumin, an active compound from the rhizomes of Curcuma longa L.
(turmeric), has been recognized for its antioxidant, anti-inflammatory, and anticancer activi-
ties, curcumin and its various derivatives have been developed as anticancer agents [21–24].
However, the unfavorable pharmacokinetics and limited specificity of these compounds
restricted the application in cancer therapies. In order to address these challenges, research
groups have made efforts to develop curcumin-loaded nanoparticles, which have demon-
strated promising results in terms of efficient drug loading and selective targeting of tumor
cells [25]. Previously, we developed a series of curcumin derivatives and evaluated their
anticancer potential. Among these derivatives, bis(hydroxymethyl) alkanoate curcumi-
noid derivatives exhibited in vitro antiproliferative and in vivo antitumor activities [26–29].
In our investigations, we identified 35d, a propargyl modified bis(hydroxymethyl) alka-
noate curcuminoid, as particularly effective in inhibiting the proliferation of HCC827 cells.
Furthermore, we discovered that combining 35d with osimertinib resulted in significant
enhancement of the anticancer activity of both compounds when used in combination.
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In order to further investigate the effect of 35d with osimertinib, we conducted
metabolomics profiling to elucidate the changes provoked by these compounds. The
results revealed that fatty acyls, especially acylcarnitines (ACs), were the predominant class
of metabolites altered in tumor tissues from 35d- and osimertinib-treated mice. Specifically,
we observed that osimertinib induces an imbalance in the ratio of short-chain to long-chain
fatty acyls, with a notable effect on ACs. The carnitine pool, consisting of L-carnitine
and its acylated derivatives, i.e., ACs, is recognized for facilitating fatty acid oxidation
(FAO) in mitochondria and peroxisomes [30,31]. L-carnitine and the ACs are closely tied to
components of mitochondrial function and have the potential to serve as biomarkers for
illness and drug response, including adverse drug reactions (ADRs) [32]. Many ADRs are
caused by the toxicity of off-target drug interactions with mitochondria, and impairment
of mitochondrial FAO is associated with an accumulation of fatty acid derivatives such as
ACs in plasma and urine [33–35]. Thus, the effects of osimertinib and 35d on cancer cells
may also involve their impact on mitochondrial function. To further explore the effects
of osimertinib and 35d on mitochondria, we investigated the influence on mitochondrial
function and structure. Both compounds interfere with the mitochondrial function and
morphology through distinct mechanisms. The administration of osimertinib and 35d,
both in vivo and in vitro, resulted in similar changes in the levels of L-carnitine and ACs in
tumor tissues and cultured HCC827 cells. Specifically, osimertinib led to the accumulation
of long-chain ACs and depletion of short-chain ACs. On the other hand, 35d specifi-
cally induced the expression of heat shock protein 60 (HSP60), which is a mitochondrial
stress protein [36,37]. Additionally, 35d enhanced the osimertinib-induced accumulation of
long-chain ACs. These findings shed light on the effect of osimertinib on mitochondrial
metabolism and highlighted the potential anticancer applications of 35d.

2. Results
2.1. Alteration of Fatty Acyl Metabolism in the Tumors from Osimertinib- and 35d-Treated Mice

Tumors from control mice, mice treated with 35d alone, osimertinib alone, and a
combination of osimertinib and 35d were collected for metabolite extraction, followed by
LC-ESI-MS analysis. The LC-MS data were analyzed to identify differentially expressed
metabolites, which were further classified using enrichment analysis (Figure 1A). The LC-
MS signals that exhibited differential grouping in the principal component analysis (PCA)
were selected for compound identification, resulting in a dataset of differentially expressed
metabolites among the treatment groups. The dataset was further subjected to enrichment
analysis for classification. As a result, fatty acyl, prenol lipids, carbohydrates, organic acids,
and sterol lipid were categorized as the top five sets of enriched metabolites (Figure 1B).
Among the 434 targeted metabolites, 99 were classified as fatty acyls, 44 as lipids and
lipid-like molecules, and 36 metabolites as prenol lipids. Based on these findings, we
hypothesized that one of the potent effects of osimertinib and 35d could be the modulation
of tumor proliferation through alterations in fatty acyl metabolism.

2.2. Accumulation of Long-Chain Free Fatty Acids in the Tumors with Osimertinib Treatment

To investigate the fatty acyl metabolism, we initially targeted common free fatty acids
and analyzed 10 targets with saturated and unsaturated hydrocarbon chains ranging from
14 to 22 carbons (Figure 2 and Figure S1). Among these targets, stearic acid, arachidonic
acid, eicosapetanenoic acid, and docodahexaenoic acid exhibited a significant increase in
the tumors from osimertinib-treated mice (Figure 2A). While the treatment with osimer-
tinib showed a tendency to cause accumulation of other detected fatty acids, statistical
significance was not achieved (Figure 2A,B). Notably, treatment with 35d alone did not
significantly affect the levels of these fatty acids (Figure 2A,B). However, when osimertinib
and 35d were combined, myristic acid, palmitic acid, palmitoleic acid, vaccenic acid, and
alpha-linolenic acid displayed higher mean values in the tumors (Figure 2B). These findings
indicate that osimertinib treatment can impact fatty acid metabolism, and the presence of
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35d can further enhance these changes, although 35d alone does not independently cause
these alterations.
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mors from osimertinib- and 35d-treated mice. (B) Enrichment analysis to classify the differentially 
expressed metabolite targets in the tumors from osimertinib- and 35d-treated mice. (C) The distri-
bution of differentially expressed metabolite targets across chemical compound superclasses. Osi: 
Osimertinib; Osi + 35d: Osimertinib + 35d. 
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Figure 1. Non-targeting metabolomics profiling to reveal the metabolites affected by osimertinib
and 35d. (A) Overview of the procedure used to identify differentially expressed metabolites in
tumors from osimertinib- and 35d-treated mice. (B) Enrichment analysis to classify the differen-
tially expressed metabolite targets in the tumors from osimertinib- and 35d-treated mice. (C) The
distribution of differentially expressed metabolite targets across chemical compound superclasses.
Osi: Osimertinib; Osi + 35d: Osimertinib + 35d.

2.3. The Osimertinib-Induced Accumulation of Long-Chain Acylcarnitines and Depletion of
Short-Chain Acylcarnitines Were Enhanced by 35d in Tumors

To further investigate fatty acyl metabolism, we examined the levels of a series of
acylcarnitines (ACs) and L-carnitine (Figures 3 and S2). ACs ranging from C2 to C12 were
measured, and in general, the levels of these ACs were lower in tumors from osimertinib-
and Osi + 35d-treated mice. However, treatment with 35d alone did not significantly affect
the levels of these ACs compared to the control group (Figure 3A). Among the ACs with
chain length greater than C14, osimertinib did not significantly induce the accumulation
of long-chain ACs. Conversely, the treatment with 35d resulted in an increase in certain
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long-chain ACs, such as arachidyl carnitine, compared to the control group (Figure 3B).
Notably, the Osi + 35d treatment led to the highest mean levels of most long-chain ACs,
except for tetradecanoylcarnitine (C14) and arachidyl carnitine (C20) (Figure 3B). Overall,
the levels of free carnitines (L-carnitine and 3-dehydroxycarnitine) in tumors were lower in
mice treated with 35d alone, osimertinib alone, and the Osi + 35d combination (Figure 3C).
When considering the collective data, we observed that the levels of ACs resulting from
35d alone were similar to those of the control group (Figure 3D). However, treatment with
osimertinib led to a decrease in the mean levels of short-chain ACs and an increase in the
mean levels of long-chain ACs. Importantly, the presence of 35d further enhanced the
accumulation of long-chain ACs induced by osimertinib, resulting in the highest mean
levels in tumors (Figure 3D). These results demonstrate that the metabolism of free fatty
acid and ACs in tumors can be influenced by osimertinib, and the effect of osimertinib can
be augmented by 35d.
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Osimertinib + 35d.
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Figure 3. The level of carnitines and acylcarnitines (ACs) in tumors from 35d- and osimertinib-treated
mice. (A) The level of detected ACs of C2 to C12 in the tumors. (B) The level of detected ACs of C14
to C29 in the tumors. (C) The level of L-carnitine and 3-dehydroxycarnitine in the tumors. (D) The
mean levels of the ACs in the four groups of tumors (n = 3, * indicates p < 0.05). Osi: Osimertinib;
Osi + 35d: Osimertinib + 35d.

2.4. The Effect of Osimertinib and 35d on Acylcarnitine Metabolism in HCC827 Cells

To further investigate the impact of osimertinib and 35d, HCC827 cells were treated by
35d, osimertinib, and the Osi + 35d combination, and the cellular carnitines and ACs were
monitored by LC-ESI-MS analysis (Figure 4 and Figure S3). The treatment with osimertinib
resulted in a decrease in short-chain ACs, regardless of the presence of 35d (Figure 4A). In
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terms of long-chain ACs, treatment with osimertinib alone did not show any significant
difference in the level of palmitoylcarnitine (C16) and stearoylcarnitine (C18) compared to
the control group (Figure 4B). However, the treatment with the Osi + 35d combination led to
an increase in the levels of palmitoylcarnitine (C16) and stearoylcarnitine (C18) (Figure 4B).
L-carnitine and 3-dehydroxycarnitine levels slightly decreased in the osimertinib- and 35d-
treated HCC827 cells (Figure 4C). These results align with the findings observed in tumors
and cultured cells, indicating a similar change in the homeostasis of ACs. Specifically,
osimertinib treatment depletes short-chain ACs, and the Osi + 35d combination further
enhances the accumulation of long-chain ACs (Figures 3 and 4). Thus, the depletion of
short-chain ACs and accumulation of long-chain ACs in tumors and cells with osimertinib
and 35d treatment may be associated with mitochondrial stress or damage and impaired
fatty acyl metabolism.
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Figure 4. The level of carnitines and ACs in 35d- and osimertinib-treated HCC827 cells. (A) The level
of detected ACs of C2 to C5 in the cells (n = 3). (B) The level of detected ACs of C16 and C18 in the
cells. (C) The level of L-carnitine and 3-dehydroxycarnitine in the cells (n = 3, * indicates p < 0.05).
Osi: Osimertinib; Osi + 35d: Osimertinib + 35d.

2.5. The Effect of Osimertinib and 35d on Mitochondria in HCC827 Cells

To further investigate the changes in mitochondria, HCC827 cells were administered
with MitoTracker and then exposed to 35d, osimertinib, and the Osi + 35d combination,
and then the cells were cultured and monitored by real-time fluorescence microscopy.
The fluorescence intensity of MitoTracker was monitored over time in the control cells
and cells treated with 35d, osimertinib, and the Osi + 35d combination (Figure 5A). The
mean fluorescence intensity of MitoTracker was quantified using ImageJ software 1.52a
and analyzed. As a result, the control cells showed a 1.5-fold increase in MitoTracker
fluorescence intensity after 7 h of incubation compared to the initial measurement. In the
35d-treated cells, the MitoTracker fluorescence intensity decreased to 50% after 10 h of
incubation and remained at around 30% after 15 h of incubation. In the osimertinib-treated
cells, the MitoTracker fluorescence intensity increased to 1.5-fold after 3 h of incubation but
gradually decreased to 70% after 24 h of incubation. The cells treated with the Osi + 35d
combination exhibited a similar trend to 35d-treated cells but with a weaker MitoTracker
intensity during the initial 0–3 h interval (Figure 5B). These results indicate that both
osimertinib and 35d can induce changes in mitochondrial distribution and reduce the
mitochondrial mass in the treated HCC827 cells.
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2.6. The Effect of Osimertinib and 35d on the Expression of Mitochondrial Proteins in HCC827 Cells

To further investigate the effects of osimertinib and 35d on mitochondria, we examined
the expression of mitochondrial proteins in the HCC827 cells treated with 35d, osimertinib,
and the Osi + 35d combination. Immunoblots were performed, and the results showed that
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the expression of Tom20, a mitochondrial protein, was decreased in cells treated with 35d,
osimertinib, and the Osi + 35d combination (Figure 6A,B). Treatment with osimertinib, both
with and without the presence of 35d, resulted in the upregulation of CPTI, a mitochondrial
protein involved in fatty acid metabolism (Figure 6A,B). The treatment with 35d induced
the increased expression of CPTI, CPTII, and HSP60, while the expression of CPTII was
reduced by the presence of osimertinib (Figure 6A,B). Notably, the treatment of 35d led
to the increased expression of HSP60, even in the presence of osimertinib (Figure 6A,B).
Confocal images of MitoTracker fluorescence revealed a decrease in intensity and a diffused
distribution of mitochondria in cells treated with osimertinib, 35d, and the Osi + 35d
combination. Notably, the treatment with osimertinib altered the distribution of HSP60
without affecting its expression (Figure 6). In contrast, the treatment with 35d decreased the
intensity of MitoTracker fluorescence and resulted in a condensed distribution of HSP60
around the peripheral area of nuclei, regardless of the presence of osimertinib (Figure 6C).
Overall, these findings indicate that both 35d and osimertinib can modify the composition
and structure of mitochondria to different states.
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Figure 6. The expression and distribution of mitochondrial proteins in 35d- and osimertinib-treated
HCC827 cells. (A) The immunoblots of mitochondrial proteins, (B) the quantitative data for im-
munoblots (n = 3), and (C) the confocal images of MitoTracker staining and immunofluorescence for
HSP60 were acquired from the HCC827 cells with indicated treatment. Osi: 0.25 µM osimertinib;
35d: 2.5 µM 35d; Osi + 35d: 0.25 µM osimertinib + 2.5 µM 35d.

2.7. The Curcumin-Derived Compound 35d as a Mitochondrial Stress Inducer to Enhance
Osimertinib’s Anticancer Properties

Next, we compared the effect of osimertinib, 35d, and curcumin on mitochondria and
investigated the potential of 35d in combination with osimertinib for cancer treatment. We
observed that the expression of CPTI increased in response to the increasing osimertinib
concentrations, while the expression of Tom20 decreased at higher osimertinib concen-
trations. Conversely, increasing 35d concentrations led to increased expression of CPTI,
CPTII, and HSP60 and decreased expression of Tom20. Curcumin, on the other hand, did
not significantly affect the expression of these mitochondrial proteins (Figure 7A,B). These
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results suggest that osimertinib affects mitochondria by interfering with the CPTI- and
CPTII-related metabolism, while 35d induces mitochondrial stress.
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Figure 7. The effect of osimertinib and 35d on HCC827 cells. (A) The immunoblots of mitochondrial
proteins and (B) the quantitative data for immunoblots (n = 3) were acquired from the HCC827 cells
treated with the indicated concentrations of osimertinib, 35d, and curcumin. The cell viability of
osimertinib- and 35d-treated HCC827 cells with different combinations compared with (C) the control
cells and (D) osimertinib-treated cells and (E) the 35d-treated cells (n = 6, * indicates p < 0.05).

Based on these differential effects on mitochondria, we further examined the com-
bination of 35d and osimertinib in cancer treatment. HCC827 cells treated with 0.25 µM
osimertinib or 2 µM 35d showed similar viability, approximately 43% (Figure 7C). When
HCC827 cells were treated with osimertinib for 24 h, followed by 35d for another 24 h,
or vice versa, the viability decreased to 39% and 35%, respectively (Figure 7D,E). Finally,
the combined treatment with 0.25 µM osimertinib and 2 µM 35d resulted in a viability
of 31% (Figure 7E). These results suggest that 35d can impair the mitochondrial function
by inducing mitochondrial stress, and in combination with osimertinib, it can enhance
osimertinib-induced dysregulation of fatty acyl metabolism. Therefore, 35d has potential as
an anticancer agent by targeting mitochondria and potentiating the effects of osimertinib.
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2.8. Lowering the Short-Chain/Long-Chain Acylcarnitine Ratio as a Feature of Mitochondrial
Metabolic Dysfunction

The upregulation of CPTI could facilitate the accumulation of long-chain ACs (LCACs)
and affect the acylcarnitine transfer and catabolism of fatty acyls in mitochondria. Our
findings indicate that the treatment of 35d induced the increased expression of CPTI and
CPTII. Furthermore, the upregulation of HSP60 induced by 35d suggests its ability to induce
mitochondrial stress. For evaluating the homeostasis of ACs in tumors from osimertinib-
and 35d-administered mice, we assessed the ratio of short-chain ACs (SCACs) to an LCAC
(palmitoylcarnitine; C16). According to the results, the SC/LC ratios of most ACs but not
the LC/LC ratio, C18/C16, were generally lower in tumors from osimertinib-administered
mice, while the presence of 35d had no significant effect on these ratios. However, a
substantially lower SC/LC ratio of most ACs was also determined in tumors from the
Osi + 35d-administered mice (Figure 8A). Similar trends were observed in HCC827 cells,
where osimertinib led to a general reduction in the SC/LC ratio of most ACs, while 35d
exhibited a moderate effect on the ratios of C4/C16 and C5/C16. Notably, a substantially
lower SC/LC ratio of ACs was also determined in the Osi + 35d-treated cells (Figure 8B).
The decreased SC/LC ratio of ACs suggests impaired acyl transfer mediated by CPTI and
CPTII. Subsequent analysis of the CPTI/CPTII ratio confirmed their elevation in response
to 35d and osimertinib treatment (Figure 8C). Thus, the decreased SC/LC ratio of ACs is
associated with altered CPTI and CPTII expression, highlighting mitochondrial dysfunction
in the context of mitochondrial metabolism.
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Figure 8. The SC/LC ratio of ACs and carnitine palmitoyltransferases (CPTs). (A) The ratio of
L-carnitine (C0) or ACs (C2–C6, C8, and C18) to palmitoylcarnitine (C16) in the tumors. (B) The ratio
of L-carnitine (C0) or ACs (C2–C5 and C18) to palmitoylcarnitine (C16) in the HCC827 cells. (C) The
expression ratio of CPTI to CPTII in the HCC827 cells (n = 3, * indicates p < 0.05). Osi: Osimertinib;
Osi + 35d: Osimertinib + 35d.
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3. Discussion

In this study, we initiated a metabolomics study to assess the effect of a TKI, osimer-
tinib, and a curcuminoid derivative, 35d, on transplanted tumors. Through LC-ESI-MS
metabolomics profiling, we discovered that osimertinib induces an imbalance in the ratio
of short-chain to long-chain fatty acyls, particularly ACs. Furthermore, the effect of os-
imertinib on ACs is further amplified by the addition of 35d in both tumors and cultured
cells. Subsequently, we examined the change in mitochondria and identified that both
osimertinib and 35d inflict damage on mitochondria through distinct mechanisms. Our
study reveals, for the first time, that osimertinib exerts an influence on metabolism of ACs
by inducing the upregulation of CPTI. Notably, 35d induces the upregulation of HSP60
and enhances the osimertinib activity. Moreover, the reduction in SC/LC ratios of most
ACs following osimertinib treatment may be associated with CPTI and CPTII expression,
indicating mitochondrial metabolism dysfunction. Therefore, our findings present an
alternative perspective in TKI cancer therapy by considering different aspects, such as
mitochondrial dysfunction in metabolism and mitochondrial stress response.

The primary anticancer activity of osimertinib is to disrupt tyrosine kinase signaling.
However, our findings suggest that osimertinib also affects the mitochondrial functions.
Metabolomics profiling revealed that fatty acyl metabolites in tumors appeared to be the
dominant affected species upon administering osimertinib (Figure 1). Treatment of mice
with osimertinib plus 35d resulted in notable changes in the compositions of free fatty
acids and ACs in tumors, specifically leading to the accumulation of long-chain fatty acids
and long-chain ACs (Figures 2 and 3). While the administration of 35d alone in mice did
not exert a significant effect on fatty acyls, it noticeably enhanced the metabolic changes
induced by osimertinib, particularly augmenting the accumulation of certain long-chain
fatty acids and most long-chain ACs (Figures 2 and 3). These results indicate that the
effect of 35d on mitochondria differs from that of osimertinib, yet 35d is potent enough
to enhance the action of osimertinib. Although there is no evidence supporting that drug
resistance can develop by reversing the osimertinib-induced mitochondrial impairment,
we hypothesize that cancer cells may have capability to recover from or adapt to the change
in mitochondrial metabolism. From this perspective, combining 35d with osimertinib or
other TKIs may have the potential to reinforce their effect on mitochondria and may prove
beneficial in treatment strategies.

Although the ACs detected in cultured HCC827 cells were fewer than those in trans-
planted tumors, the change in L-carnitine and ACs levels in the osimertinib- and 35d-treated
cells resembled that in tumors from osimertinib- and 35d-administered mice, specifically a
decrease in short-chain ACs and an increase in long-chain ACs (Figure 4). Since L-carnitine
and the ACs can reflect a certain mitochondrial condition, such as an accumulation of fatty
acid derivatives in ADRs [32–35], the activity of osimertinib and 35d in cancer cells may
also stem from their impact on mitochondria. Indeed, real-time monitoring of mitochondria
in HCC827 cells revealed the deterioration of mitochondria by the assaults of osimertinib
and 35d (Figure 5). Moreover, the suppression of Tom20 indicated the action of osimertinib
and 35d on mitochondria (Figure 6A,B), and the confocal image illustrated the change
in mitochondria provoked by the treatment (Figure 6C). Interestingly, certain mitochon-
drial proteins increased in response to the treatment. Osimertinib alone or combined with
35d notably upregulated CPTI, while 35d specifically induced the upregulation of HSP60
(Figure 6A,B). The increase in CPTI levels could be a direct consequence of osimertinib, as
a compensatory mechanism to remove the accumulation of long-chain ACs. In contrast,
the induction of HSP60, a mitochondrial stress marker, by 35d suggests its potential to
activate the mitochondrial unfolded protein response (UPRmt) [36]. Although only 35d
caused the upregulation and condensed distribution of HSP60 around the peripheral area
of nuclei, osimertinib also altered the distribution of HSP60 without affecting the expression
(Figure 6C). Thus, we propose that 35d and osimertinib can modify mitochondrial structure
and function by different mechanisms.
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Based on the changes observed in mitochondrial proteins induced by osimertinib, 35d,
and curcumin, osimertinib and 35d have distinct effects on the expression of mitochondrial
proteins, while curcumin does not exhibit significant activity (Figure 7A,B). Evaluation of
35d- and osimertinib-induced cell death revealed an IC50 of approximately 0.25 µM and
2 µM, respectively, with the conditions of 35d > Osi and 35d + Osi treatments yielding a
more pronounced effect (Figure 7C–E). These results demonstrate that cancer cells primed
with 35d become susceptible to osimertinib, indicating that mitochondrial stress may
potentiate osimertinib-induced dysregulation of fatty acyl metabolism. Resistance to cell
death is a hallmark of cancer, and a number of lipid metabolism pathways have been
revealed to induce cancer cell death [38]. The disturbance of carnitine and ACs in the
treatment with TKIs has been noticed and considered as having a possible connection
to metabolism of and toxicity to organs [39]. From an LC-MC/MS profiling to examine
differences between subpopulations of osimertinib persister cells, principal component
analysis (PCA) showed that over 229 quantified metabolites can be used to distinguish the
cycling persisters, non-cycling persisters, and untreated populations. The results indicated
that higher abundance of acylcarnitine species in cycling persister cells and the increase
in FAO over time with osimertinib treatment both suggest that mitochondrial FAO may
contribute to the cycling persister phenotype [40]. Consequently, the lower SC/LC ratio
of ACs in treated cells or tumors likely originates from the primary effect of osimertinib
on wild type HCC827 cells (Figure 8A,B). Since CPTI and CPTII are essential for fatty acyl
transfer and FAO in mitochondria [32], the increase in CPTI/CPTII ratio in response to 35d
and osimertinib treatment likely contributed to the lower SC/LC ratio of ACs (Figure 8C).
As cells acquire drug resistance, persister cells may recover from the loss of FAO function
and maintain a higher abundance of AC species.

Mitochondrial activity is crucial to meet the high energy demands of cancer cells,
correspondingly resulting in an accumulation of mitochondrial reactive oxygen species
(mtROS) and mutations in mitochondrial DNA in cancer cells. Therefore, the UPRmt

becomes essential for tumor growth and progression, with HSP60 playing an essential role
in the regulation of these stresses. While several reports suggest a positive function of
HSP60 in tumor growth [36,37], its role in the regulation of apoptosis appears to be more
complex. The role of cytosolic HSP60 in the regulation of apoptosis is contradictory, as
it has both a prosurvival function and participates in the apoptosis process triggered by
cell death stimuli [41–44]. Additionally, the reduction of HSP60 in mice affects adipose
tissue homeostasis, leading to alterations in body weight, body composition, and adipocyte
morphology, albeit exhibiting local insulin resistance [45]. Hence, the role of HSP60 extends
beyond the regulation of UPRmt and cell survival functions. Our results showed that
osimertinib and 35d could induce the redistribution of HSP60 in the treated HCC827
cells, with 35d even upregulating HSP60. However, the specific interaction between
mitochondrial stress response and apoptosis during the action of osimertinib remained
unclear. Notably, 35d can be classified as a UPRmt inducer, and importantly, it induced
mitochondrial stress that leads to cell death and potentiated the anticancer properties of
osimertinib. Therefore, compounds with the ability to induce UPRmt may exhibit similar
activity, and developing or screening compounds targeting UPRmt induction could be a
feasible strategy to discover a new therapeutic approach for treating cancers.

4. Materials and Methods
4.1. Tumor Samples from Drug-Treated Mice

SCID mice purchased from Lasco Co., Ltd. (Taiwan) were used in the study. All
experiments were supervised under the Institutional Animal Care and Use Committee,
China Medical University, Taichung, Taiwan with a protocol number CMUIACUC-2020-
060. HCC827 cells were inoculated subcutaneously into the hind limbs of SCID mice. The
synthesis of 35d was initiated from curcumin via esterification with 2,2,5-trimethyl-1,3-
dioxane-5-carboxylic acid to afford an ester intermediate, which was in turn di-alkylated
with alkyl bromide and hydrolyzed with HCl (aq) [26]. When the tumor volume reached
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200–250 mm3, mice were randomized into four groups (n = 3, per group) and treated with
vehicle (5% ethanol and 10% Tween 80 in 85% saline, 0.1 mL), 35d (100 mg/kg), osimertinib
(1 mg/kg), or the combination of 35d (100 mg/kg) and osimertinib (1 mg/kg), respectively.
The compounds were administered orally on a daily basis for eight consecutive days. At
the end of experiments, mice were sacrificed and tumor nodules were dissected for the
subsequent study.

4.2. Metabolite Sample Preparation

The tumor samples were homogenized as 1 mg of tissue in 2 µL of ultrapure water
using 1 mm zirconium oxide grinding beads and then centrifuged at 14,000× g for 10 min.
Each supernatant was mixed with 4 volumes of 100% methanol and kept at −80 ◦C for
2 h. Then, the mixture was centrifuged at 14,000× g for 10 min, and 45 µL of supernatant
from methanol extraction was mixed with 45 µL of ultrapure water. After centrifugation
at 14,000× g for 10 min, the supernatant was transferred into an insert vial pending
LC-ESI-MS analysis.

For HCC827 cells, 1 × 106 cells were lysed in 100 µL of ultrapure water by sonication
for 5 min, twice. The lysate was centrifuged at 14,000× g for 10 min, and 100 µL of
cell lysate was mixed with 400 µL of 100% methanol and kept at −80 ◦C for 2 h. After
centrifugation at 14,000 rpm for 10 min, 500 µL of supernatant from methanol extraction
was transferred to a new microtube for vacuum drying. Each dry metabolite sample was
dissolved in 50 µL of 50% methanol and subjected to centrifugation at 14,000× g for 10 min.
The supernatant from each dissolved sample was then transferred to an insert vial pending
LC-ESI-MS analysis.

4.3. Liquid Chromatography–Mass Spectrometry

The LC-MS system consisted of an ultraperformance LC system (ACQUITY UPLC
I-Class, Waters, Milford, MA, USA) and an electrospray ionization/atmospheric pressure
chemical ionization (ESI/APCI) source of 4 kDa quadrupole time-of-flight mass spectrom-
eter (Waters VION, Waters). A BEH C18 column (2.1 × 100 mm, Walters, Milford, MA,
USA) was used for chromatographic separation. The flow rate was set to 0.2 mL/min, with
a column temperature of 35 ◦C, and each sample was subjected to LC-MS with a 7.5 µL
sample injection. The sample contents were eluted using 60% mobile phase A (ultrapure
water + 0.1% formic acid) and 40% mobile phase B (100% methanol + 0.1% formic acid).
Subsequently, the contents were held at 40% B for 0.5 min, raised to 95% B for 5.5 min, held
at 95% B for 1 min, and then lowered to 40% B for 1 min. The column was equilibrated by
pumping 40% B for 4 min. The chromatogram and spectrum were acquired using ESI+ and
ESI- modes under the following conditions: capillary voltage of 2.5 kV, source temperature
of 100 ◦C, desolvation temperature of 250 ◦C, cone gas maintained at 10 L/h, desolvation
gas maintained at 600 L/h, and acquisition in MSE mode with a range of 100–1000 m/z
and a 0.5 s scan time.

4.4. LC-MS Data Processing

The profiling data were acquired using UNIFI 1.8 software (Waters, Milford, MA,
USA) and processed using Progenesis QI 2.1 software with EZinfo (Waters, Milford, MA,
USA). The LC-MS signals acquired in ESI+ and ESI- modes were uploaded to Progene-
sis QI with EZinfo for data normalization, peak picking, compound measurement, and
statistical analysis. The LC-MS signals were then converted to datasets by using Proge-
nesis QI. The datasets were subjected to statistical and pathway analysis by applying
the MetaboAnalysis 5.0 tool (https://www.metaboanalyst.ca/MetaboAnalyst/ accessed
on 14 September 2022). The level of each metabolite was estimated by the peak area
of the chromatogram for each identified metabolite using UNIFI 1.8 software (Waters,
Milford, MA, USA).

https://www.metaboanalyst.ca/MetaboAnalyst/
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4.5. Protein Sample Preparation

First, 1 × 106 cells were added with 100 µL of RIPA buffer (Apolo Biochemical Inc,
Hsinchu, Taiwan) and disrupted by sonication for 5 min, twice. The cell lysate was obtained
by collecting the supernatant from lysed cells with centrifugation at 14,000× g for 10 min.
The supernatant was mixed with SDS sample buffer containing 200 mM DTT and then
subjected to SDS-PAGE and immunoblotting.

4.6. Immunoblotting

Proteins in the resolved SDS-PAGE gel were transferred onto a PVDF membrane by
electrophoretic transfer. The PVDF membrane was blocked with 3% skim milk in PBS for
1 h, and then the target proteins were respectively probed by anti-CPTI (E-7), anti-CPTII
(G-5), anti-HSP60 (H-1), and anti-Tom20 (29) antibody (Santa Cruz biotechnology, Dallas,
TX, USA) in 1% BSA overnight at 4 ◦C. After washing with PBS thrice, each for 10 min, the
membrane was further incubated in horseradish peroxidase-conjugated second antibody
(PerkinElmer, Waltham, MA, USA) for 1 h. The membrane was washed with PBS three
times, each for 10 min, and the signals were detected with the standard ECL protocol
(PerkinElmer, Waltham, MA, USA).

4.7. Confocal Laser Scanning Microscopy (CLSM) Observation of the Mitochondria and Heat
Shock Protein within Cells

To observe the mitochondria, HCC827 cells (1 × 105 cells) were seeded on coverslips,
placed in a 6-well plate, and incubated at 37 ◦C with 5% CO2 supply. Once the cells were
attached, the reagents including osimertinib, 35d, and the combination of the two drugs
were independently treated. At 24 h post-treatment, the reagents were removed, and the
cells were washed with PBS twice. Subsequently, the cells were co-incubated with 200 nM
of the fluorescent dye MitoTracker™ Green FM (Invitrogen, Thermo Fisher Scientific Inc.,
Waltham, MA, USA) at 37 ◦C for 45 min. After removing the excess fluorescent dye and
washing the cells with PBS twice, the cells were fixed with 4% formaldehyde for 20 min.
Following two additional washes with PBS, the cells were mounted with DAPI (Abcam
PLC, Cambridge, UK)-containing mounting medium to simultaneously stain the nucleus.
The fluorescence of the mitochondria and cellular nucleus was observed with confocal
laser scanning microscopy (CLSM) (Leica TCS SP8, Leica Inc., Wetzlar, Germany) with an
excitation wavelength of 488 and 405 nm, respectively, and an emission wavelength of
520 nm, using appropriate filters.

The distribution of HSP60 in HCC827 cells was also observed using CLSM. Prior to
observation, the cells were incubated on coverslips placed in a 6-well plate at 37 ◦C with 5%
CO2 supply until they attached. The cells were independently treated with osimertinib, 35d,
and the combination of the two drugs for 24 h. Afterwards, the cells were fixed with 4%
formaldehyde for 20 min. After washing with PBS three times, the cells were permeabilized
with 0.5% Triton X-100 (Sigma-Aldrich, subsidiary of Merck KGaA, Burlington, MA, USA)
for 30 min at 25 ◦C. Following another three washes with PBS, the cells were blocked with
3% bovine serum albumin (BSA; Sigma-Aldrich, subsidiary of Merck KGaA, Burlington,
MA, USA))/PBS at 25 ◦C. One hour later, the blocking solution was removed, and the cells
were washed with PBS and then incubated with anti-HSP60 antibody solution (diluted
100-fold with 3% BSA/PBS solution) at 4 ◦C overnight. Following three washes with PBS,
the cells were stained with 10 µg/mL antimouse secondary antibody conjugated with
Alexa Fluor 488 (Invitrogen, Thermo Fisher Scientific Inc., Waltham, MA, USA) for 1 h
at 25 ◦C. After washing with the PBS, the cells on the coverslips were mounted with the
DAPI-containing mounting medium. The fluorescence of the HSP60 and cell nucleus was
observed using CLSM with the excitation wavelength of 488 and 405 nm and the emission
wavelength of 520 nm, using appropriate filters.
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4.8. Real-Time Fluorescent Detection of the Mitochondria within Cells

HCC827 cells (1 × 103 cells) were seeded in each well of a 96-well plate. Once the
cells were attached, the cells were incubated with 200 nM of the MitoTracker™ Green FM
dye for 45 min. Subsequently, the cells were washed with PBS and respectively incubated
with osimertinib, 35d, and the combination of the two drugs at 37 ◦C with 5% CO2 supply.
The fluorescence of the mitochondria in the cancer cells was detected every hour using the
IncuCyte S3 System (Essen BioScienc Inc., Ann Arbor, MI, USA).

4.9. Statistics

All experiments were performed at least three times. The protein levels were de-
termined by quantifying each signal of immunoblots using ImageJ (National Institutes
of Health). Statistical comparisons were analyzed using GraphPad Prism software ver-
sion 8.0.1 (GraphPad Software, San Diego, CA, USA) with one-way ANOVA and multi-
comparison tests, as well as unpaired t-tests. Significance was considered at a probability
error (p) < 0.05, and all p-values were two-tailed. The plots were created using means with
standard deviation for error bars.

5. Conclusions

The response of cancer cells to treatment may contain useful information for eluci-
dating the molecular mechanism of drug resistance and evaluating the therapeutic effect.
Our findings may provide an alternative perspective in TKI cancer therapy by considering
different aspects, such as mitochondrial dysfunction in metabolism and mitochondrial
stress response. However, the mechanisms behind the activity of 35d and the effect of
osimertinib on fatty acyl metabolism remain unclear. The interacting proteins of 35d are
likely key factors in its function, and applying molecular docking or affinity pulldown
assays may help identify the potential candidates and further analyze the structure–activity
relationship. It is also important to uncover the regulation of fatty acyl metabolism and
CPTs in mitochondria affected by osimertinib. Exploring off-target effects and the link to
EGFR signaling may provide more insights to address these questions.

Supplementary Materials: The following supporting information can be downloaded at: https:
//www.mdpi.com/article/10.3390/ijms241512190/s1.

Author Contributions: Conceptualization, D.-Y.L., M.-T.H. and P.-C.L.; methodology, D.-Y.L. and
Y.-T.C.; software, D.-Y.L. and Y.-T.C.; validation, D.-Y.L., M.-T.H. and P.-C.L.; formal analysis, D.-Y.L.
and Y.-T.C.; investigation, D.-Y.L., H.-Y.L. and Y.-T.C.; resources, P.-C.L., M.-T.H. and H.-Y.L.; data
curation, D.-Y.L., M.-T.H. and P.-C.L.; writing—original draft preparation, D.-Y.L.; writing—review
and editing, M.-T.H. and P.-C.L.; visualization, D.-Y.L., Y.-T.C. and H.-Y.L.; supervision, D.-Y.L.;
project administration, D.-Y.L.; funding acquisition, D.-Y.L., M.-T.H. and Y.-T.C. All authors have read
and agreed to the published version of the manuscript.

Funding: This research was funded by the Ministry of Science and Technology, MOST 105-2311-B-
039-003-MY2, MOST 107-2311-B-039-001-, MOST 108-2311-B-039-001-, MOST 109-2311-B-039-001,
and by China Medical University, CMU109-MF-102, CMU109-S-11, CMU110-S-23, CMU111-S-37,
CMU108-YTY-03 (YingTsai Young Scholar Award), and by the “Drug Development Center, China
Medical University” from The Featured Areas Research Center Program within the framework of the
Higher Education Sprout Project by the Ministry of Education (MOE) in Taiwan.

Institutional Review Board Statement: All experiments applying animal models were supervised
under the Institutional Animal Care and Use Committee, China Medical University, Taichung, Taiwan
with protocol number CMUIACUC-2020-060.

Informed Consent Statement: Not applicable.

Data Availability Statement: The data presented in this study are available in the article.

Acknowledgments: Experiments and data analysis were performed in part by the Metabolomics
Platform of the Medical Research Core Facilities, Office of Research & Development at China Medical
University, Taichung, Taiwan, R.O.C.

https://www.mdpi.com/article/10.3390/ijms241512190/s1
https://www.mdpi.com/article/10.3390/ijms241512190/s1


Int. J. Mol. Sci. 2023, 24, 12190 17 of 19

Conflicts of Interest: The authors declare no conflict of interest.

Abbreviations

AC: acylcarnitine; ADR: adverse drug reaction; AML: acute myeloid leukemia; CLSM: confocal
laser scanning microscopy; CPTI: carnitine palmitoyltransferase I; CPTII: carnitine palmitoyltrans-
ferase II; EGFR: epidermal growth factor receptor; FAO: fatty acid oxidation; HSP60: heat shock
protein 60; LC: long chain; LCAC: long-chain acylcarnitine; LC-MS: liquid chromatography–mass
spectrometry; NSCLC: non-small cell lung cancer; Osi: osimertinib; Osi + 35d: osimertinib + 35d;
PCA: principal component analysis; SC: short chain; SCAC: short-chain acylcarnitine; TKI: tyrosine
kinase inhibitor; UPRmt: mitochondrial unfolded protein response.

References
1. Rosell, R.; Moran, T.; Queralt, C.; Porta, R.; Cardenal, F.; Camps, C.; Majem, M.; Lopez-Vivanco, G.; Isla, D.; Provencio, M.; et al.

Screening for epidermal growth factor receptor mutations in lung cancer. N. Engl. J. Med. 2009, 361, 958–967. [CrossRef] [PubMed]
2. Shi, Y.; Au, J.S.; Thongprasert, S.; Srinivasan, S.; Tsai, C.M.; Khoa, M.T.; Heeroma, K.; Itoh, Y.; Cornelio, G.; Yang, P.C. A

prospective, molecular epidemiology study of EGFR mutations in Asian patients with advanced non-small-cell lung cancer of
adenocarcinoma histology (PIONEER). J. Thorac. Oncol. 2014, 9, 154–162. [CrossRef] [PubMed]

3. Chang, C.Y.; Chen, C.Y.; Chang, S.C.; Lai, Y.C.; Wei, Y.F. Efficacy and Prognosis of First-Line EGFR-Tyrosine Kinase Inhibitor
Treatment in Older Adults Including Poor Performance Status Patients with EGFR-Mutated Non-Small-Cell Lung Cancer. Cancer
Manag. Res. 2021, 13, 7187–7201. [CrossRef] [PubMed]

4. Sequist, L.V.; Waltman, B.A.; Dias-Santagata, D.; Digumarthy, S.; Turke, A.B.; Fidias, P.; Bergethon, K.; Shaw, A.T.; Gettinger, S.;
Cosper, A.K.; et al. Genotypic and histological evolution of lung cancers acquiring resistance to EGFR inhibitors. Sci. Transl. Med.
2011, 3, 75ra26. [CrossRef] [PubMed]

5. Wang, S.; Tsui, S.T.; Liu, C.; Song, Y.; Liu, D. EGFR C797S mutation mediates resistance to third-generation inhibitors in
T790M-positive non-small cell lung cancer. J. Hematol. Oncol. 2016, 9, 59. [CrossRef] [PubMed]

6. Cheng, H.; Nair, S.K.; Murray, B.W. Recent progress on third generation covalent EGFR inhibitors. Bioorg. Med. Chem. Lett. 2016,
26, 1861–1868. [CrossRef] [PubMed]

7. Jin, P.; Jiang, J.; Zhou, L.; Huang, Z.; Nice, E.C.; Huang, C.; Fu, L. Mitochondrial adaptation in cancer drug resistance: Prevalence,
mechanisms, and management. J. Hematol. Oncol. 2022, 15, 97. [CrossRef] [PubMed]

8. Kuntz, E.M.; Baquero, P.; Michie, A.M.; Dunn, K.; Tardito, S.; Holyoake, T.L.; Helgason, G.V.; Gottlieb, E. Targeting mitochondrial
oxidative phosphorylation eradicates therapy-resistant chronic myeloid leukemia stem cells. Nat. Med. 2017, 23, 1234–1240.
[CrossRef]

9. Lee, K.M.; Giltnane, J.M.; Balko, J.M.; Schwarz, L.J.; Guerrero-Zotano, A.L.; Hutchinson, K.E.; Nixon, M.J.; Estrada, M.V.;
Sanchez, V.; Sanders, M.E.; et al. MYC and MCL1 Cooperatively Promote Chemotherapy-Resistant Breast Cancer Stem Cells via
Regulation of Mitochondrial Oxidative Phosphorylation. Cell Metab. 2017, 26, 633–647.e7. [CrossRef] [PubMed]

10. Vazquez, F.; Lim, J.H.; Chim, H.; Bhalla, K.; Girnun, G.; Pierce, K.; Clish, C.B.; Granter, S.R.; Widlund, H.R.;
Spiegelman, B.M.; et al. PGC1alpha expression defines a subset of human melanoma tumors with increased mitochon-
drial capacity and resistance to oxidative stress. Cancer Cell 2013, 23, 287–301. [CrossRef] [PubMed]

11. Henkenius, K.; Greene, B.H.; Barckhausen, C.; Hartmann, R.; Marken, M.; Kaiser, T.; Rehberger, M.; Metzelder, S.K.; Parak, W.J.;
Neubauer, A.; et al. Maintenance of cellular respiration indicates drug resistance in acute myeloid leukemia. Leuk. Res. 2017, 62,
56–63. [CrossRef] [PubMed]

12. Farge, T.; Saland, E.; de Toni, F.; Aroua, N.; Hosseini, M.; Perry, R.; Bosc, C.; Sugita, M.; Stuani, L.; Fraisse, M.; et al. Chemotherapy-
Resistant Human Acute Myeloid Leukemia Cells Are Not Enriched for Leukemic Stem Cells but Require Oxidative Metabolism.
Cancer Discov. 2017, 7, 716–735. [CrossRef] [PubMed]

13. Fong, W.; To, K.K.W. Drug repurposing to overcome resistance to various therapies for colorectal cancer. Cell Mol. Life Sci. 2019,
76, 3383–3406. [CrossRef] [PubMed]

14. Marinello, P.C.; Panis, C.; Silva, T.N.X.; Binato, R.; Abdelhay, E.; Rodrigues, J.A.; Mencalha, A.L.; Lopes, N.M.D.; Luiz, R.C.;
Cecchini, R.; et al. Metformin prevention of doxorubicin resistance in MCF-7 and MDA-MB-231 involves oxidative stress
generation and modulation of cell adaptation genes. Sci. Rep. 2019, 9, 5864. [CrossRef] [PubMed]

15. Lee, J.O.; Kang, M.J.; Byun, W.S.; Kim, S.A.; Seo, I.H.; Han, J.A.; Moon, J.W.; Kim, J.H.; Kim, S.J.; Lee, E.J.; et al. Metformin
overcomes resistance to cisplatin in triple-negative breast cancer (TNBC) cells by targeting RAD51. Breast Cancer Res. 2019,
21, 115. [CrossRef]

16. Mynhardt, C.; Damelin, L.H.; Jivan, R.; Peres, J.; Prince, S.; Veale, R.B.; Mavri-Damelin, D. Metformin-induced alterations in
nucleotide metabolism cause 5-fluorouracil resistance but gemcitabine susceptibility in oesophageal squamous cell carcinoma. J.
Cell Biochem. 2018, 119, 1193–1203. [CrossRef]

17. Arrieta, O.; Barron, F.; Padilla, M.S.; Aviles-Salas, A.; Ramirez-Tirado, L.A.; Arguelles Jimenez, M.J.; Vergara, E.; Zatarain-
Barron, Z.L.; Hernandez-Pedro, N.; Cardona, A.F.; et al. Effect of Metformin Plus Tyrosine Kinase Inhibitors Compared With

https://doi.org/10.1056/NEJMoa0904554
https://www.ncbi.nlm.nih.gov/pubmed/19692684
https://doi.org/10.1097/JTO.0000000000000033
https://www.ncbi.nlm.nih.gov/pubmed/24419411
https://doi.org/10.2147/CMAR.S322967
https://www.ncbi.nlm.nih.gov/pubmed/34552354
https://doi.org/10.1126/scitranslmed.3002003
https://www.ncbi.nlm.nih.gov/pubmed/21430269
https://doi.org/10.1186/s13045-016-0290-1
https://www.ncbi.nlm.nih.gov/pubmed/27448564
https://doi.org/10.1016/j.bmcl.2016.02.067
https://www.ncbi.nlm.nih.gov/pubmed/26968253
https://doi.org/10.1186/s13045-022-01313-4
https://www.ncbi.nlm.nih.gov/pubmed/35851420
https://doi.org/10.1038/nm.4399
https://doi.org/10.1016/j.cmet.2017.09.009
https://www.ncbi.nlm.nih.gov/pubmed/28978427
https://doi.org/10.1016/j.ccr.2012.11.020
https://www.ncbi.nlm.nih.gov/pubmed/23416000
https://doi.org/10.1016/j.leukres.2017.09.021
https://www.ncbi.nlm.nih.gov/pubmed/28985623
https://doi.org/10.1158/2159-8290.CD-16-0441
https://www.ncbi.nlm.nih.gov/pubmed/28416471
https://doi.org/10.1007/s00018-019-03134-0
https://www.ncbi.nlm.nih.gov/pubmed/31087119
https://doi.org/10.1038/s41598-019-42357-w
https://www.ncbi.nlm.nih.gov/pubmed/30971831
https://doi.org/10.1186/s13058-019-1204-2
https://doi.org/10.1002/jcb.26291


Int. J. Mol. Sci. 2023, 24, 12190 18 of 19

Tyrosine Kinase Inhibitors Alone in Patients With Epidermal Growth Factor Receptor-Mutated Lung Adenocarcinoma: A Phase 2
Randomized Clinical Trial. JAMA Oncol. 2019, 5, e192553. [CrossRef] [PubMed]

18. Stuart, S.D.; Schauble, A.; Gupta, S.; Kennedy, A.D.; Keppler, B.R.; Bingham, P.M.; Zachar, Z. A strategically designed small
molecule attacks alpha-ketoglutarate dehydrogenase in tumor cells through a redox process. Cancer Metab. 2014, 2, 4. [CrossRef]
[PubMed]

19. Pardee, T.S.; Lee, K.; Luddy, J.; Maturo, C.; Rodriguez, R.; Isom, S.; Miller, L.D.; Stadelman, K.M.; Levitan, D.;
Hurd, D.; et al. A phase I study of the first-in-class antimitochondrial metabolism agent, CPI-613, in patients with ad-
vanced hematologic malignancies. Clin. Cancer Res. 2014, 20, 5255–5264. [CrossRef] [PubMed]

20. Pardee, T.S.; Anderson, R.G.; Pladna, K.M.; Isom, S.; Ghiraldeli, L.P.; Miller, L.D.; Chou, J.W.; Jin, G.; Zhang, W.; Ellis, L.R.; et al.
A Phase I Study of CPI-613 in Combination with High-Dose Cytarabine and Mitoxantrone for Relapsed or Refractory Acute
Myeloid Leukemia. Clin. Cancer Res. 2018, 24, 2060–2073. [CrossRef]

21. Tomeh, M.A.; Hadianamrei, R.; Zhao, X. A Review of Curcumin and Its Derivatives as Anticancer Agents. Int. J. Mol. Sci. 2019,
20, 1033. [CrossRef]

22. Mbese, Z.; Khwaza, V.; Aderibigbe, B.A. Curcumin and Its Derivatives as Potential Therapeutic Agents in Prostate, Colon and
Breast Cancers. Molecules 2019, 24, 4386. [CrossRef] [PubMed]

23. Yin, Y.; Tan, Y.; Wei, X.; Li, X.; Chen, H.; Yang, Z.; Tang, G.; Yao, X.; Mi, P.; Zheng, X. Recent Advances of Curcumin Derivatives in
Breast Cancer. Chem. Biodivers. 2022, 19, e202200485. [CrossRef] [PubMed]

24. Kazantzis, K.T.; Koutsonikoli, K.; Mavroidi, B.; Zachariadis, M.; Alexiou, P.; Pelecanou, M.; Politopoulos, K.; Alexandratou, E.;
Sagnou, M. Curcumin derivatives as photosensitizers in photodynamic therapy: Photophysical properties and in vitro studies
with prostate cancer cells. Photochem. Photobiol. Sci. 2020, 19, 193–206. [CrossRef] [PubMed]

25. Baldassari, S.; Balboni, A.; Drava, G.; Donghia, D.; Canepa, P.; Ailuno, G.; Caviglioli, G. Phytochemicals and Cancer Treatment:
Cell-Derived and Biomimetic Vesicles as Promising Carriers. Pharmaceutics 2023, 15, 1445. [CrossRef]

26. Hsieh, M.T.; Chang, L.C.; Hung, H.Y.; Lin, H.Y.; Shih, M.H.; Tsai, C.H.; Kuo, S.C.; Lee, K.H. New bis(hydroxymethyl) alkanoate
curcuminoid derivatives exhibit activity against triple-negative breast cancer in vitro and in vivo. Eur. J. Med. Chem. 2017, 131,
141–151. [CrossRef] [PubMed]

27. Chang, L.C.; Hsieh, M.T.; Yang, J.S.; Lu, C.C.; Tsai, F.J.; Tsao, J.W.; Chiu, Y.J.; Kuo, S.C.; Lee, K.H. Effect of bis(hydroxymethyl)
alkanoate curcuminoid derivative MTH-3 on cell cycle arrest, apoptotic and autophagic pathway in triple-negative breast
adenocarcinoma MDA-MB-231 cells: An in vitro study. Int. J. Oncol. 2018, 52, 67–76. [CrossRef] [PubMed]

28. Lee, D.Y.; Hou, Y.C.; Yang, J.S.; Lin, H.Y.; Chang, T.Y.; Lee, K.H.; Kuo, S.C.; Hsieh, M.T. Synthesis, Anticancer Activity, and
Preliminary Pharmacokinetic Evaluation of 4,4-Disubstituted Curcuminoid 2,2-bis(Hydroxymethyl)Propionate Derivatives.
Molecules 2020, 25, 479. [CrossRef] [PubMed]

29. Lee, D.Y.; Lin, H.Y.; Ramasamy, M.; Kuo, S.C.; Lee, P.C.; Hsieh, M.T. Synthesis and Characterization of the Ethylene-Carbonate-
Linked L-Valine Derivatives of 4,4-Dimethylcurcumin with Potential Anticancer Activities. Molecules 2021, 26, 50. [CrossRef]
[PubMed]

30. Reuter, S.E.; Evans, A.M. Carnitine and acylcarnitines: Pharmacokinetic, pharmacological and clinical aspects. Clin. Pharmacokinet.
2012, 51, 553–572. [CrossRef]

31. Evans, A.M.; Fornasini, G. Pharmacokinetics of L-carnitine. Clin. Pharmacokinet. 2003, 42, 941–967. [CrossRef]
32. McCann, M.R.; George De la Rosa, M.V.; Rosania, G.R.; Stringer, K.A. L-Carnitine and Acylcarnitines: Mitochondrial Biomarkers

for Precision Medicine. Metabolites 2021, 11, 51. [CrossRef] [PubMed]
33. Walker, D.K. The use of pharmacokinetic and pharmacodynamic data in the assessment of drug safety in early drug development.

Br. J. Clin. Pharmacol. 2004, 58, 601–608. [CrossRef] [PubMed]
34. Dixit, R.; Riviere, J.; Krishnan, K.; Andersen, M.E. Toxicokinetics and physiologically based toxicokinetics in toxicology and risk

assessment. J. Toxicol. Environ. Health B Crit. Rev. 2003, 6, 1–40. [CrossRef] [PubMed]
35. Begriche, K.; Massart, J.; Robin, M.A.; Borgne-Sanchez, A.; Fromenty, B. Drug-induced toxicity on mitochondria and lipid

metabolism: Mechanistic diversity and deleterious consequences for the liver. J. Hepatol. 2011, 54, 773–794. [CrossRef] [PubMed]
36. Inigo, J.R.; Chandra, D. The mitochondrial unfolded protein response (UPR(mt)): Shielding against toxicity to mitochondria in

cancer. J. Hematol. Oncol. 2022, 15, 98. [CrossRef]
37. Huang, Y.H.; Yeh, C.T. Functional Compartmentalization of HSP60-Survivin Interaction between Mitochondria and Cytosol in

Cancer Cells. Cells 2020, 9, 23. [CrossRef]
38. Zhang, C.; Zhu, N.; Li, H.; Gong, Y.; Gu, J.; Shi, Y.; Liao, D.; Wang, W.; Dai, A.; Qin, L. New dawn for cancer cell death: Emerging

role of lipid metabolism. Mol. Metab. 2022, 63, 101529. [CrossRef]
39. Zhao, Q.; Wu, Z.E.; Li, B.; Li, F. Recent advances in metabolism and toxicity of tyrosine kinase inhibitors. Pharmacol. Ther. 2022,

237, 108256. [CrossRef]
40. Oren, Y.; Tsabar, M.; Cuoco, M.S.; Amir-Zilberstein, L.; Cabanos, H.F.; Hutter, J.C.; Hu, B.; Thakore, P.I.; Tabaka, M.; Fulco, C.P.; et al.

Cycling cancer persister cells arise from lineages with distinct programs. Nature 2021, 596, 576–582. [CrossRef]
41. Samali, A.; Cai, J.; Zhivotovsky, B.; Jones, D.P.; Orrenius, S. Presence of a pre-apoptotic complex of pro-caspase-3, Hsp60 and

Hsp10 in the mitochondrial fraction of jurkat cells. EMBO J. 1999, 18, 2040–2048. [CrossRef] [PubMed]

https://doi.org/10.1001/jamaoncol.2019.2553
https://www.ncbi.nlm.nih.gov/pubmed/31486833
https://doi.org/10.1186/2049-3002-2-4
https://www.ncbi.nlm.nih.gov/pubmed/24612826
https://doi.org/10.1158/1078-0432.CCR-14-1019
https://www.ncbi.nlm.nih.gov/pubmed/25165100
https://doi.org/10.1158/1078-0432.CCR-17-2282
https://doi.org/10.3390/ijms20051033
https://doi.org/10.3390/molecules24234386
https://www.ncbi.nlm.nih.gov/pubmed/31801262
https://doi.org/10.1002/cbdv.202200485
https://www.ncbi.nlm.nih.gov/pubmed/36069208
https://doi.org/10.1039/c9pp00375d
https://www.ncbi.nlm.nih.gov/pubmed/31956888
https://doi.org/10.3390/pharmaceutics15051445
https://doi.org/10.1016/j.ejmech.2017.03.006
https://www.ncbi.nlm.nih.gov/pubmed/28319780
https://doi.org/10.3892/ijo.2017.4204
https://www.ncbi.nlm.nih.gov/pubmed/29138806
https://doi.org/10.3390/molecules25030479
https://www.ncbi.nlm.nih.gov/pubmed/31979200
https://doi.org/10.14348/molcells.2020.0212
https://www.ncbi.nlm.nih.gov/pubmed/33455947
https://doi.org/10.1007/BF03261931
https://doi.org/10.2165/00003088-200342110-00002
https://doi.org/10.3390/metabo11010051
https://www.ncbi.nlm.nih.gov/pubmed/33466750
https://doi.org/10.1111/j.1365-2125.2004.02194.x
https://www.ncbi.nlm.nih.gov/pubmed/15563358
https://doi.org/10.1080/10937400306479
https://www.ncbi.nlm.nih.gov/pubmed/12587252
https://doi.org/10.1016/j.jhep.2010.11.006
https://www.ncbi.nlm.nih.gov/pubmed/21145849
https://doi.org/10.1186/s13045-022-01317-0
https://doi.org/10.3390/cells9010023
https://doi.org/10.1016/j.molmet.2022.101529
https://doi.org/10.1016/j.pharmthera.2022.108256
https://doi.org/10.1038/s41586-021-03796-6
https://doi.org/10.1093/emboj/18.8.2040
https://www.ncbi.nlm.nih.gov/pubmed/10205158


Int. J. Mol. Sci. 2023, 24, 12190 19 of 19

42. Chan, J.Y.H.; Cheng, H.L.; Chou, J.L.J.; Li, F.C.H.; Dai, K.Y.; Chan, S.H.H.; Chang, A.Y.W. Heat shock protein 60 or 70 activates
nitric-oxide synthase (NOS) I- and inhibits NOS II-associated signaling and depresses the mitochondrial apoptotic cascade during
brain stem death. J. Biol. Chem. 2007, 282, 4585–4600. [CrossRef] [PubMed]

43. Jakic, B.; Buszko, M.; Cappellano, G.; Wick, G. Elevated sodium leads to the increased expression of HSP60 and induces apoptosis
in HUVECs. PLoS ONE 2017, 12, e0179383. [CrossRef] [PubMed]

44. Chandra, D.; Choy, G.; Tang, D.G. Cytosolic accumulation of HSP60 during apoptosis with or without apparent mitochondrial
release: Evidence that its pro-apoptotic or pro-survival functions involve differential interactions with caspase-3. J. Biol. Chem.
2007, 282, 31289–31301. [CrossRef] [PubMed]

45. Hauffe, R.; Rath, M.; Schell, M.; Ritter, K.; Kappert, K.; Deubel, S.; Ott, C.; Jahnert, M.; Jonas, W.; Schurmann, A.; et al. HSP60
reduction protects against diet-induced obesity by modulating energy metabolism in adipose tissue. Mol. Metab. 2021, 53, 101276.
[CrossRef]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

https://doi.org/10.1074/jbc.M603394200
https://www.ncbi.nlm.nih.gov/pubmed/17150954
https://doi.org/10.1371/journal.pone.0179383
https://www.ncbi.nlm.nih.gov/pubmed/28604836
https://doi.org/10.1074/jbc.M702777200
https://www.ncbi.nlm.nih.gov/pubmed/17823127
https://doi.org/10.1016/j.molmet.2021.101276

	Introduction 
	Results 
	Alteration of Fatty Acyl Metabolism in the Tumors from Osimertinib- and 35d-Treated Mice 
	Accumulation of Long-Chain Free Fatty Acids in the Tumors with Osimertinib Treatment 
	The Osimertinib-Induced Accumulation of Long-Chain Acylcarnitines and Depletion of Short-Chain Acylcarnitines Were Enhanced by 35d in Tumors 
	The Effect of Osimertinib and 35d on Acylcarnitine Metabolism in HCC827 Cells 
	The Effect of Osimertinib and 35d on Mitochondria in HCC827 Cells 
	The Effect of Osimertinib and 35d on the Expression of Mitochondrial Proteins in HCC827 Cells 
	The Curcumin-Derived Compound 35d as a Mitochondrial Stress Inducer to Enhance Osimertinib’s Anticancer Properties 
	Lowering the Short-Chain/Long-Chain Acylcarnitine Ratio as a Feature of Mitochondrial Metabolic Dysfunction 

	Discussion 
	Materials and Methods 
	Tumor Samples from Drug-Treated Mice 
	Metabolite Sample Preparation 
	Liquid Chromatography–Mass Spectrometry 
	LC-MS Data Processing 
	Protein Sample Preparation 
	Immunoblotting 
	Confocal Laser Scanning Microscopy (CLSM) Observation of the Mitochondria and Heat Shock Protein within Cells 
	Real-Time Fluorescent Detection of the Mitochondria within Cells 
	Statistics 

	Conclusions 
	References

