Genes in different clusters in BEAM analysis
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Supplementary Table S1 Genes in different clusters in BEAM analysis of

SnRNA






DEGs in GSE161758

p_val |avg log |pct. | pct. | p_val_ |clust | gene
2FC 1 2 adj er

Tmsb4x 6.64E- | 1.61316 | 0.4 | 0.2 |5.76E- | atrop | Tmsb4x
25 1 9% |34 |21 hy

Gm11808 1.27E- | 1.14986 | 0.5 | 0.2 | 1.10E- | atrop | Gm11808
24 3 01 |55 |20 hy

Apoe 3.49E- | 1.24688 | 0.3 | 0.1 | 3.03E- | atrop | Apoe
21 3 45 |37 |17 hy

Cyba 2.05E- | 0.85564 | 0.6 [0.3 |1.78E- | atrop | Cyba
19 33 |94 |15 hy

Igfbp7 1.01E- | 0.75209 | 0.5 | 0.3 |8.73E- | atrop | Igfbp7
15 6 92 |85 |12 hy

Ugt2b38 4.94E- | 1.09596 |04 |0.2 |4.28E- | atrop | Ugt2b38
15 7 74 |84 |11 hy

Lpl 2.06E- {1.21738 | 0.2 | 0.1 |1.79E- | atrop | Lpl
14 4 85 |26 |10 hy

Defb29 6.22E- | 0.85403 | 0.5 | 0.3 | 5.39E- | atrop | Defb29
14 5 1 29 (10 hy

Cd36 1.19E- | 1.19357 | 0.2 | 0.1 |1.03E- | atrop | Cd36
13 7 55 |08 |09 hy

Tmem176a | 2.48E- | 0.94686 | 0.4 | 0.2 | 2.15E- | atrop | Tmem176a
13 6 58 |9 09 hy

Tmem27 1.09E- [ 0.73245 | 0.6 | 0.4 |9.49E- | atrop | Tmem27
12 5 52 |87 |09 hy

B2m 1.12E- | 1.00909 | 0.2 (0.1 |9.67E- | atrop | B2m
12 2 88 |36 |09 hy

Cd63 6.98E- | 0.76958 | 0.5 | 0.3 | 6.05E- |atrop | Cd63
12 5 29 |5 08 hy

Tmbim4 1.32E- | 0.78212 | 0.4 | 0.2 | 1.14E- | atrop | Tmbim4
11 9 05 |42 |07 hy

Cyp4b1 242E- 1090740 [ 0.5 |04 |210E- | atrop | Cyp4b1
11 9 73 |27 |07 hy

Ccdc107 3.32E- | 0.85891 | 0.3 | 0.2 | 2.87E- | atrop | Ccdc107
11 9 7 11 07 hy

Arl6ip1 5.59E- | 0.76755 | 0.3 | 0.2 | 4.85E- | atrop | Arl6ip1
11 5 86 |25 |07 hy

Lamp2 9.03E- | 0.72369 0.3 | 0.2 | 7.82E- | atrop | Lamp2
11 1 81 16 | 07 hy

Bsg 3.44E- | 0.77416 | 0.3 | 0.1 | 2.98E- | atrop | Bsg
10 23 |77 |06 hy




Sic27a2 4.01E- | 0.66804 | 0.5 | 0.4 | 3.48E- | atrop | Slc27a2
10 67 |26 |06 hy

Ugt2b37 9.91E- | 1.00810 | 0.2 | 0.1 |8.59E- | atrop | Ugt2b37
10 4 55 |29 |06 hy

Kap 1.96E- | 0.81260 | 0.8 | 0.9 |1.70E- | atrop | Kap
09 4 71 |23 |05 hy

Cyp2j5 213E- | 0.60823 [ 0.4 | 0.2 | 1.84E- |atrop | Cyp2j5
09 8 22 169 |05 hy

Actb 1.57E- | 0.64964 | 0.5 | 0.4 | 0.0001 | atrop | Actb
08 4 97 |42 |36 hy

Cox6a1 3.37E- | 0.35653 | 0.8 | 0.7 |0.0002 | atrop | Cox6a1
08 9 11 55 |92 hy

Napsa 5.13E- | 0.73986 | 0.3 | 0.2 | 0.0004 | atrop | Napsa
08 3 73 |42 |44 hy

Tmem176b | 5.44E- | 0.59962 | 0.4 | 0.3 |0.0004 | atrop | Tmem176b
08 5 66 |32 |71 hy

Spcs1 1.70E- | 0.67326 | 0.2 | 0.1 |0.0014 | atrop | Spcs1
07 7 66 |52 |72 hy

Lrpap1 2.48E- | 0.68410 | 0.2 | 0.1 |0.0021 | atrop | Lrpap1
07 9 63 |5 5 hy

Pdzk1ip1 3.35E- | 0.66034 | 0.5 | 0.4 |0.0029 | atrop | Pdzk1ip1
07 4 59 |35 |02 hy

Atp1b1 5.24E- | 0.44932 | 0.5 | 0.4 |0.0045 | atrop | Atp1b1
07 9 59 |25 |42 hy

Nat8 7.33E- | 0.61916 | 0.3 | 0.2 |0.0063 | atrop | Nat8
07 3 26 |09 |5 hy

Acsm2 1.31E- | 0.49056 (0.6 | 0.5 |0.0113 | atrop | Acsm2
06 2 77 |85 |48 hy

Psap 3.54E- | 0.49681 | 0.3 | 0.2 |0.0306 | atrop | Psap
06 7 78 |52 |74 hy

Sod3 4.76E- | 0.55764 | 0.2 | 0.1 |0.0412 | atrop | Sod3
06 6 66 |62 |87 hy

Cyp2e1 6.75E- | 0.70703 | 0.5 | 0.4 | 0.0585 | atrop | Cyp2e1
06 2 12 |16 |33 hy

Ldhd 1.07E- | 0.50181 | 0.5 | 0.4 |0.0928 | atrop | Ldhd
05 5 62 |66 |47 hy

Timp3 1.60E- | 0.33364 | 0.4 | 0.3 |0.1387 | atrop | Timp3
05 1 71 |33 |3 hy

Ces1f 5.42E- 1 0.49134 | 0.3 [ 0.2 |0.4697 | atrop | Cesif
05 6 7 66 |06 hy

Folr1 6.26E- | 0.54855 | 0.3 | 0.2 |0.5421 | atrop | Folr1
05 4 67 |61 13 hy

Gucazb 0.0001 | 0.32789 |0.6 [0.5 |1 atrop | Guca2b
21 4 49 |86 hy




Slc22a18 0.0001 | 0.42657 | 0.2 |0.1 |1 atrop | Slc22a18
88 1 79 |9 hy

Atp1a1 0.0002 | 0.34798 |04 |03 |1 atrop | Atp1a1
68 5 52 |45 hy

Rps9 0.0003 | 0.31291 | 0.7 |06 |1 atrop | Rps9
02 5 23 |65 hy

SmpdI3a 0.0005 | 0.56198 [ 0.2 (0.1 |1 atrop | Smpdi3a
92 6 79 |98 hy

Lamp1 0.0012 | 0.32423 |04 |03 |1 atrop | Lamp1
71 6 05 |32 hy

Ggt1 0.0015 1 0.45334 | 0.3 |03 |1 atrop | Ggt1
28 7 81 11 hy

Galnt11 0.0018 | 0.39167 | 0.3 | 0.2 |1 atrop | Galnt11
49 2 37 |56 hy

Hpn 0.0021 |1 0.36773 [ 0.2 (0.1 |1 atrop | Hpn
94 4 58 |83 hy

Rps5 0.0041 |1 0.28396 |0.6 [0.6 |1 atrop | Rps5
16 8 82 |65 hy

Hbb-bs 0.0049 | 0.58548 |04 |03 |1 atrop | Hbb-bs
13 8 27 |59 hy

GO0s2 0.0057 | 0.58602 | 0.2 |0.1 |1 atrop | G0s2
78 1 55 |94 hy

Pck1 2.48E- | 1.28006 | 0.7 [0.5 |2.15E- |repai | Pck1
29 3 65 |07 |25 r

Sat1 1.75E- | 0.68108 | 0.6 |[0.4 | 1.52E- | repai | Sat1
13 6 52 |52 |09 r

Bola3 4.42E- | 0.71743 | 0.5 | 0.3 | 3.83E- | repai | Bola3
12 1 42 |51 |08 r

Iscu 9.17E- | 0.64775 | 0.6 | 0.4 | 7.95E- |repai |Iscu
12 1 06 |27 |08 r

Pcbd1 1.14E- | 0.49295 | 0.7 | 0.5 | 9.89E- |repai | Pcbd1
11 3 1 07 |08 r

Cda 6.05E- | 0.48605 | 0.7 | 0.5 |5.25E- |repai | Cda
11 4 17 |78 |07 r

Cryl1 2.02E- | 0.62519 [ 0.4 | 0.2 |1.75E- |repai | Cryl1
10 3 63 |74 |06 r

Sdhc 3.35E- | 0.62397 | 0.5 | 0.3 |2.90E- |repai | Sdhc
10 4 28 |32 |06 r

Ftl1 5.16E- | 0.35173 | 0.9 | 0.9 |4.47E- | repai | Ftl1
10 7 94 |97 |06 r

Ak4 6.20E- | 0.92666 | 0.3 | 0.1 | 5.37E- | repai | Ak4
10 4 1 45 | 06 r

Idh1 8.84E- | 0.60201 | 0.5 | 0.3 | 7.66E- | repai | Idh1
10 4 56 |73 |06 r




Bnip3 2.49E- | 0.76919 (0.3 | 0.1 | 2.16E- |repai | Bnip3
09 4 05 (48 |05 r

Fis1 2.61E- | 0.66779 |04 |0.2 |2.26E- |repai | Fis1
09 3 36 (55 |05 r

Scp2 2.87E- | 0.34270 [ 0.8 | 0.8 | 2.49E- |repai | Scp2
09 3 87 |41 |05 r

Cisd1 4.64E- | 0.48096 | 0.7 [0.5 |4.02E- | repai | Cisd1
09 09 |97 |05 r

Gstm1 8.96E- | 0.76536 | 0.5 | 0.3 |7.77E- | repai | Gstm1
09 6 45 |95 |05 r

Akria1 9.22E- | 0.31689 | 0.9 | 0.9 |7.99E- |repai | Akr1a1l
09 6 44 101 |05 r

Pxmp4 1.26E- | 0.80599 | 0.2 | 0.1 |0.0001 | repai | Pxmp4
08 3 83 |4 09 r

Gstt2 1.48E- | 0.59800 [ 0.4 | 0.2 |0.0001 | repai | Gstt2
08 4 33 |74 |28 r

Atp5e 4.66E- | 0.29115 | 0.9 | 0.8 | 0.0004 | repai | Atp5e
08 11 55 |04 r

Dnajc19 7.34E- | 0.54587 | 0.5 | 0.3 |0.0006 |repai | Dnajc19
08 36 |73 |36 r

Gsr 8.97E- | 0.65213 | 0.3 | 0.2 | 0.0007 | repai | Gsr
08 6 6 11 77 r

Fitm1 1.98E- | 0.70194 | 0.3 | 0.2 | 0.0017 | repai | Fitm1
07 4 51 14 |18 r

RP24- 2.39E- | 0.52448 | 0.5 | 0.4 |0.0020 | repai | RP24-

64C6-3 07 5 91 |47 |67 r 64C6-3

Atpbv1f 2.48E- | 0.50266 | 0.5 | 0.3 |0.0021 |repai | Atp6v1f
07 1 21 |64 |52 r

Prdx1 2.73E- | 0.34061 [ 0.9 | 0.9 |0.0023 | repai | Prdx1
07 3 04 |68 r

Uba52 2.94E- | 0.40171 | 0.7 | 0.6 |0.0025 | repai | Uba52
07 3 69 |93 |46 r

Med28 5.32E- | 0.56764 | 0.3 | 0.2 |0.0046 |repai | Med28
07 5 81 |41 13 r

Serf2 7.38E- | 0.36082 | 0.8 | 0.6 |0.0063 |repai | Serf2
07 2 04 |99 |92 r

Hibadh 9.21E- | 0.46964 | 0.5 | 0.4 |0.0079 |repai | Hibadh
07 1 49 |14 |85 r

Lamtor2 1.12E- | 0.57374 | 0.4 | 0.2 |0.0097 | repai | Lamtor2
06 7 58 |41 r

Mif 1.39E- | 0.37323 | 0.7 | 0.6 |0.0120 | repai | Mif
06 1 32 |22 |66 r

Slc25a5 1.79E- | 0.34931 | 0.7 | 0.6 | 0.0154 | repai | Slc25a5
06 4 47 |77 |75 r




Atp5c1 1.98E- | 0.35607 | 0.6 | 0.5 |0.0171 | repai | Atp5c1
06 4 4 07 |85 r
Sult1d1 4.36E- | 0.40239 |0.6 [0.5 |0.0378 | repai | Sult1d1
06 9 39 |45 |02 r
Cox7b 5.08E- | 0.30188 | 0.7 | 0.6 |0.0440 |repai | Cox7b
06 1 57 |44 |22 r
D8Ertd738e | 5.77E- | 0.44500 | 0.4 | 0.3 | 0.0500 | repai | D8Ertd738e
06 8 54 |18 |33 r
Vps29 7.85E- | 0.55669 | 0.2 | 0.1 |0.0680 |repai | Vps29
06 4 94 (81 |71 r
Atp6vie1 9.89E- | 0.34369 | 0.4 | 0.3 [0.0856 |repai | Atp6vie1
06 2 56 |18 |76 r
Ascci 1.03E- | 0.39258 | 0.4 | 0.3 |0.0893 | repai | Ascc1
05 7 75 |45 |6 r
S100a1 1.15E- | 0.39525 | 0.5 | 0.4 |0.0995 |repai | S100a1
05 2 4 05 |5 r
Glul 1.32E- | 0.53947 | 0.3 | 0.2 | 0.1147 |repai | Glul
05 3 5 3 15 r
Gabarapl2 | 2.03E- | 0.43730 | 0.3 | 0.2 |0.1757 | repai | Gabarapl2
05 7 37 |16 |93 r
Mtch2 215E- | 0.51339 | 0.2 | 0.1 | 0.1862 | repai | Mtch2
05 7 93 |81 |54 r
Gnas 2.93E- | 0.36963 | 0.4 |[0.2 |0.2537 | repai | Gnas
05 5 2 93 (42 r
Dhrs4 3.08E- | 0.4421 04 |0.3 |0.2672 | repai | Dhrs4
05 46 |34 |83 r
Dbp 3.64E- | 0.47669 | 0.3 | 0.2 |0.3153 |repai | Dbp
05 6 15 8 r
Park7 3.67E- | 0.29906 | 0.7 | 0.6 |0.3177 | repai | Park7
05 4 61 |71 |64 r
Gng5 4.03E- | 0.33384 | 0.6 |0.5 |0.3491 | repai | Gng5
05 6 71 |64 |31 r
Map1Ilc3b 4.22E- | 0.44280 | 0.3 | 0.2 |0.3660 | repai | Map1lc3b
05 1 75 |52 |47 r
Uqcrh 4.30E- | 0.26085 (0.7 | 0.6 |0.3723 |repai | Uqcrh
05 7 9 5 r
RP23- 4.62E- | 0.41738 | 0.4 | 0.3 | 0.4005 | repai | RP23-
306P12-2 05 4 6 42 | 47 r 306P12-2
Adhfe1 5.79E- | 0.44336 | 0.3 | 0.2 |0.5019 | repai | Adhfe1
05 3 21 |08 |96 r
D630029K0 | 5.97E- | 0.57866 | 0.2 | 0.1 | 0.5177 | repai | D630029K0
5Rik 05 9 63 |64 |88 r 5Rik
Gatm 6.30E- | 0.37797 |05 [0.4 |0.546 |repai | Gatm
05 2 42 119 r




Cat 6.37E- | 0.36702 | 0.5 | 0.4 |0.5519 |repai | Cat
05 9 47 127 |25 r

Ndufab1 7.01E- | 0.30356 | 0.6 | 0.5 |0.6076 |repai | Ndufab1
05 7 22 |1 31 r

Cryz 7.96E- | 0.41858 | 0.4 | 0.3 |[0.6902 |repai |Cryz
05 5 98 |81 |43 r

Ech1 8.74E- 1 0.41960 | 0.5 | 0.4 |0.7571 | repai | Ech1
05 8 32 |36 |09 r

Qdpr 8.83E- [ 0.39549 |04 | 0.3 |0.7650 | repai | Qdpr
05 5 76 |51 |97 r

Bri3 8.90E- | 0.38053 | 0.5 | 0.4 |0.7709 |repai | Bri3
05 4 28 |08 |91 r

Lamtor5 9.24E- | 0.39849 | 0.4 | 0.3 |0.8011 |repai | Lamtor5
05 5 44 123 |13 r

Camk2n1 0.0001 | 0.49737 | 0.3 [0.2 |0.8985 | repai | Camk2n1
04 2 38 |36 |9 r

Suclg1 0.0001 | 0.34249 | 0.5 | 0.4 |0.9324 |repai | Suclg1
08 1 25 |08 |54 r

Atp5f1 0.0001 | 0.35410 |05 |04 |1 repai | Atp5f1
38 8 91 |93 r

Sic25a4 0.0001 | 0.29455 |04 |0.2 |1 repai | Slc25a4
84 5 03 |88 r

Ndufb5 0.0001 | 0.31930 |05 |04 |1 repai | Ndufb5
88 3 29 |16 r

Hebp1 0.0002 | 0.49701 | 0.2 |01 |1 repai | Hebp1
19 1 76 | 81 r

Glud1 0.0002 | 0.43641 | 0.3 |0.2 |1 repai | Glud1
23 1 r

Hspd1 0.0002 | 0.32176 | 0.3 | 0.2 |1 repai | Hspd1
29 8 83 |68 r

Grhpr 0.0002 | 0.40945 |04 |03 |1 repai | Grhpr
32 1 73 |64 r

Gclm 0.0002 | 0.41051 |04 |03 |1 repai | Gelm
39 6 27 | 21 r

Mrpl54 0.0003 | 0.51870 | 0.2 | 0.1 |1 repai | Mrpl54
02 7 61 |7 r

Eno1 0.0003 | 0.36186 |04 | 0.3 |1 repai | Eno1
66 6 66 |51 r

Txn1 0.0003 | 0.26476 | 0.7 |0.6 |1 repai | Txn1
74 9 19 |3 r

Stard10 0.0003 | 0.27108 |04 |03 |1 repai | Stard10
76 7 2 12 r

CmpkA1 0.0003 | 0.34742 | 0.3 (0.2 |1 repai | Cmpk1
99 6 11 11 r




Polr3e 0.0004 | 0.52960 | 0.2 |01 repai | Polr3e
25 4 56 |73 r

Ppdpf 0.0004 | 0.54371 (0.2 | 0.1 repai | Ppdpf
31 84 |89 r

Dnajc12 0.0004 | 0.34753 | 0.5 |04 repai | Dnajc12
37 6 03 |05 r

Hsbp1 0.0004 | 0.34184 | 0.3 | 0.2 repai | Hsbp1
57 8 99 |96 r

Mrps14 0.0004 | 0.46568 | 0.2 | 0.1 repai | Mrps14
58 1 72 |78 r

Rnf181 0.0004 | 0.29349 |04 |0.3 repai | Rnf181
6 8 7 64 r

Timm13 0.0005 | 0.26981 | 0.5 |04 repai | Timm13
38 4 64 |47 r

Calm3 0.0005 | 0.38432 |04 |0.3 repai | Calm3
38 58 |45 r

Gcesh 0.0005 | 0.43615 | 0.3 | 0.2 repai | Gesh
59 2 11 r

Pdha1 0.0005 | 0.48105 | 0.3 | 0.2 repai | Pdha1
86 3 15 |25 r

Cotl1 0.0006 | 0.43584 | 0.2 | 0.1 repai | Cotl1
31 1 63 |78 r

Mpc2 0.0006 | 0.29824 | 0.6 | 0.6 repai | Mpc2
4 3 87 |16 r

Gng12 0.0007 | 0.35999 | 0.2 |0.2 repai | Gng12
27 97 r

Myeov2 0.0007 | 0.30730 | 0.5 |04 repai | Myeov2
75 5 4 44 r

S100a10 0.0008 | 0.27768 | 0.2 | 0.1 repai | S100a10
02 9 64 |75 r

Mrps21 0.0008 | 0.32837 | 0.5 | 0.5 repai | Mrps21
6 6 9 01 r

Coq9 0.0009 | 0.37046 | 0.2 |01 repai | Coq9
02 1 74 | 86 r

Acads 0.0009 | 0.42103 | 0.3 |0.2 repai | Acads
08 22 |3 r

Mrpl50 0.0009 | 0.41871 0.2 | 0.1 repai | Mrpl50
19 1 59 |75 r

Timm17a 0.0009 | 0.37890 | 0.2 |01 repai | Timm17a
49 8 77 | 84 r

Snx3 0.0010 | 0.28926 | 0.3 | 0.2 repai | Snx3
27 2 11 16 r

Gipc2 0.0010 | 0.28533 | 0.2 |01 repai | Gipc2
48 7 83 |95 r




Fkbp1a 0.0011 | 0.28689 | 0.3 | 0.2 repai | Fkbp1a
92 5 2 25 r

Ndufs7 0.0013 | 0.29028 | 0.5 | 0.4 repai | Ndufs7
63 2 2 19 r

Grpel1 0.0014 | 0.45843 | 0.2 | 0.1 repai | Grpel1
11 1 67 |89 r

Hdgf 0.0016 | 0.32223 | 0.2 | 0.1 repai | Hdgf
2 7 83 |95 r

Tpd52 0.0021 | 0.35281 [ 0.2 | 0.1 repai | Tpd52
4 52 |7 r

Tomm5 0.0022 | 0.41795 | 0.2 | 0.2 repai | Tomm5
75 9 93 |14 r

Pter 0.0023 | 0.30902 |04 (0.3 repai | Pter
52 5 33 |45 r

S100a11 0.0023 | 0.26667 | 0.3 | 0.2 repai | S100a11
79 6 53 |6 r

Serp1 0.0025 | 0.33223 | 0.2 |01 repai | Serp1
85 3 7 92 r

Ddah1 0.0028 | 0.28244 | 0.3 | 0.2 repai | Ddah1
06 4 67 |77 r

Etfb 0.0029 | 0.28415 | 0.6 | 0.6 repai | Etfb
53 3 8 11 r

Taldo1 0.0035 | 0.32501 | 0.3 | 0.2 repai | Taldo1
32 6 14 | 36 r

Hadh 0.0035 | 0.26953 | 0.5 | 0.4 repai | Hadh
33 5 08 |19 r

Mrpl30 0.0038 | 0.31607 | 0.2 |0.2 repai | Mrpl30
37 1 91 11 r

Ndufs3 0.0039 | 0.25290 | 0.3 | 0.2 repai | Ndufs3
89 1 64 |71 r

Swib 0.0040 | 0.28930 |04 (0.3 repai | Swib
11 4 12 | 21 r

Dynirb1 0.0043 | 0.38800 | 0.2 |0.2 repai | Dynlirb1
43 3 94 |19 r

Lypla1 0.0046 | 0.31309 |04 |0.3 repai | Lypla1
54 5 19 |45 r

Pbld2 0.0048 | 0.33824 | 0.2 | 0.1 repai | Pbld2
38 3 57 |84 r

Mcee 0.0056 | 0.34778 | 0.2 |01 repai | Mcee
2 7 71 |97 r

1110008F1 | 0.0058 | 0.38933 | 0.2 [ 0.2 repai | 1110008F1

3Rik 25 4 71 |03 r 3Rik

Erich4 0.0059 | 0.36976 | 0.3 | 0.2 repai | Erich4
77 11 36 r




Dnaja1 0.0077 |1 0.29389 | 0.3 [0.2 repai | Dnaja1
13 5 27 |52 r
Ankrd13c 0.0078 | 0.25511 | 0.3 |0.2 repai | Ankrd13c
56 3 15 | 41 r
1810058124 | 0.0084 | 0.25259 (0.4 |0.3 repai | 1810058124
Rik 34 9 07 |21 r Rik
Ndufa10 0.0084 | 0.32435 | 0.3 | 0.2 repai | Ndufa10
87 3 54 |82 r
Aldh9a1 0.0094 | 0.26221 | 0.2 | 0.2 repai | Aldh9a1
53 1 8 11 r

Supplementary Table S2 The differentially expressed genes analysis results

between repaired and atrophy PT cells of GSE161758.




PCR primers for gRT-PCR

Genes PCR primers
Cd74 F 5-AGTGCGACGAGAACGGTAAC -3’
Cd74 R 5-CGTTGGGGAACACACACCA -3

mouse actin- F

5-AACAGTCCGCCTAGAAGCAC -3’

mouse actin -R

5-CGTTGACATCCGTAAAGACC -3’

App F

5-AGGACTGACCACTCGACCAG -3

App R

5-CGGGGGTCTAGTTCTGCAT -3’

Supplementary Table S3 The primer sequences used in PCR of this research

Cell type Macro LOH-DL  LOH-AL PT CD-IC DCT Endo CD-PC Pod Act-Fib1 Act-Fib2 URO Tcell
Marker genes

Ctss Slc12a1 Slc12a1  SLC27A2 Slc26a4 Slc12a3  Emcn  Tmem45b Nphs1 Pdgfrb Pdgfrb Upk1b Cd247

Itgam Umod Umod Lrp2 Atpbv1g3 Ednrb Aqp2 Nphs2 Den Dcn Cd3e

C1qc Epha7 Miox Kit Ehd3  Hsd11b2 Podxl Cth Cth Cdga

C1gb Bst1 Slc4ad Slc4at Igfbp3 Fxyd4 Tne Tnc Trbc2

C1QA Aqp6 Plat Agp3 Spon1 Spon1 Thy1

Lyz2 Tek TRPVS Bmpr1b Bmprib

Vcan

Supplementary Table S4 The cell markers used in the cell type identification.




