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Figure S1. Results of developmental exposure. (A): Survival rates; (B): Body length 
(mm); (C): Embryo heart rate (bpm). 
  



 

 
 
Figure S2: Percentage of larvae with abnormalities. (A): Fry with pericardial edema; 
(B): Fry with enlarged yolk sac; (C): Fry with spinal curvature; (D): Fry with 
craniofacial abnormalities; (E): Fry with decreased head-trunk angle.  
 

  



 

 
Figure S3: Changes of genes in the complement and coagulation cascades pathway. 
Green indicates down-regulation DEGs; red indicates up-regulation DEGs. 
  



 
 
Figure S4: Staphylococcus aureus infection pathway. Green indicates down-
regulation DEGs, red indicates up-regulation DEGs. 
 

 



 

 
Figure S5: Metabolism of xenobiotics by cytochrome P450 pathway. Green 
indicates down-regulation DEGs. 
  



 

 
Figure S6: GnRH secretion pathway. Green indicates down-regulation DEGs; red 
indicates up-regulation DEGs.  


