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Figure S1. Search Melittin and Temporins in UniProt 

  



 

Figure S2.  Five sequences data of Melittin and Temporins from UniProt and 
https://www.medchemexpress.cn/. They are stored in FASTA format. 

  



 

 

 

Figure S3. Five sequences data of Melittin and Temporins input in the webserver. 

  



 

Figure S4. The predict results of five sequences data of Melittin and Temporins are 
shown in the webserver. 

  



 

 

Figure S5.  Local magnification of binary tree in random forest. The global view of 
the random forest was shown in the supporting materials named 
GolbalViewOfRF.pdf. 



 
Figure S6. Venn diagram of four benchmark data used in this study. Intersecting 
sections represent peptide sequences that are common between datasets. 



 

Figure S7. For the feature data of ACPalt dataset, 19 feature pairwise relationship 
joint distribution maps. 

 



 

Figure S8. For the feature data of ACPmain dataset, 19 feature pairwise 
relationship joint distribution maps 

 
  



 

Figure S9. For the feature data of ACPred_FL dataset, 19 feature pairwise 
relationship joint distribution maps. 
 
  



 

Figure S10. For the feature data of ACPred_Fuse dataset, 19 feature pairwise 
relationship joint distribution maps. 


