Figure S3. Clustal X (1.83) multiple sequence alignment.
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AT5G28540 ENQAA---- w 213
AT5G42020 KNQAA---- N 213
Bd3g01480 w 211

0502902410 3 211
AT1G09080 N 227

0s03g50250 w 215
Bd2g06050 ; 222

0s05g35400 235

0s08g09770 223

0505930480 A 218

0s05g51360 221

0506910990 242
Bd4g43170 223

0s12g05760 AR AR A ARA A A AAR 219
Bd4g39820 AR -ET-SSTGT--G-- A AR A A A A AAR 214
Bd4g39850 AA -ET-SSTGT--G-- A AA A A A A AAA 214
AT4G24280 A 2 A 253
AT5G49910 253
Bd2g30560 222

0s05g23740 225
Bd4g39470 225

0512914070 236
Bd4g33880 229

0509931486 230
AT5G09590 232
AT4G37910 . 227

0502953420 228

0s03g02260 228
Bd3g57450 228
Bd1g69700 211

0s03g11910 211
AT2G32120 208
Bd3g53100 201

0502948110 209
AT4G16660 204
Bd1g32770 177

0506946600 183
AT1G11660 179
AT1G79920 179
AT1G79930 179

0s01g08560 179

0505908840 179
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. Tk . . * . * g : . 3 * oLk

:. . H . H .t . \ T 335
AT5G28540 ANGEDEEGG- - - - - - - - - ERNILVEDEGGGTRDVSVETID- - - - - - - - - - - - R N T 335
AT5G42020 AMGLDKKGG- - - - - - - - - ERNILVEDLGGGTEDVSVLTID- - - - -------- A N T 333
Bd3g01480 AMGLDEKGG----- - - - -ERNILVEDLGGGTRDVSILTID------------ N N T 333
0502902410 AMGLDEKGG-- - - - - - - - ERNILVEDLGGGTRDVSILTID------------ R N T 349
AT1G09080 AMGLDEKKGG- - -------ESNILVEDLGGGTEDVSILTID------------ A N T 339
0503950250 AMGLDRKGA- - - - - G- - EMTNVLVEDLGGGTRDVSVLSLD- - - - - - - - - - - 5 R N T 348
Bd2g06050 AMGLDNKAK- - - - - DAREERNVLVEDLGGGTEDVSVLTID- - -------- - Al N S 357
0505935400 AMGIDEEGA- - -- - - - - - ERNVLVEDLGGGTRDVSILAID- - - - ------ -~ R N s 345
0508909770 AMGIDREGA- - - - - - - - - ERNVLVEDLGGGT/DVSILAID- -~ --------- Al A S 341
0505930480 AMGVGKEGA- - - - - - - - GGRNVLVEDLGGGTEDVSVILAID- - - --------- < N | 345
0505951360 AHGLHEDRG- - - - - - - -DGKVILVEHLGGRTARATRRVIR------------ N T 366
0506910990 ATLVEHLGGRTSHATIRKRV------------ | by 342
Bd4g43170 ALVLEVGGATTEASLMVLD- - - - - - - - - - - - A N | 344
0s12g05760 SHGLHHGRE- - - - - - -RDGGNVLVLEVGGGTSAATVLTED- - ---------- | T 336
Bd4g39820 AHGLEENET-------- - TRNVLVLAVGGGTAEATVLVEE------------ A iy 336
Bd4g39850 ABGLHENEL------- - -TENVLVLEVGGGTAEATVLVEE------------ A T 378
AT4G24280 ANGHDREAN----------ETTLVEDLGGGTRDVSVLEVG------------ A iy 378
AT5G49910 ANGEFRESN----------ETILVEDLGGGTRDVSVLEVG------------ A T 347
Bd2g30560 AMGEERENN----------ETTLVEDLGGGTEDVSVLEVG------------ A T 350
0505923740 ARGHEKENN- - - - - - - - - - ETILVEDLGGGIRDVSVLEVG- - - - - - - - - - - - A S 350
Bd4g39470 AMGHERENN----------ETILVEDLGGGTRDVSVLEVG------------ | SRA 361
0512914070 ANGHERRNN- - - - - - - - - - ETILVRDLGGGTHDVSVLEVG- - - - - ------- N : TRS 353
Bd4g33880 a """"" N N TRS! 354
0509931486 ROECE E N » TRS 356
AT5G09590 N R E e N .‘ﬂ TRS 351
AT4G37910 ROROCEH R N N TRS 352
0502953420 ROE U E N .'l‘ TRS 352
0803902260 ROEC O EH R ek | N TRS| 352
Bd3g57450 SEGTNNKE----------- AVEOLGGE I GUVSLILBLS - - -~~~ -~ -~~~ A # _____ A 340
Bd1g69700 ALIRNMGAGHCDVAVSATA- - - - - - - - - - - - N DRG 340
0803911910 oo A~~~ e R O R DROSE - - A - ORI D| 326
AT2G32120 AVIENMGAGHCDVAVIATA- - - - - - - - - - - - GGVSOTKA DERSTIT, 339
Bd3g53100 DERSTIT, 347
0s02g48110 DERSTIT 342
AT4G16660 . DVRG 304
Bd1g32770 Gva| ARVDVGHSDTQATVVARD - - - - - - - === - - .'ﬂ DVRG 310
0506946600 ARIMDNGR CDLOMANMARD - - - - = === -~-- .ﬂ DVRS)| 306
AT1G11660 GEGIBKRTDL- - - -VANSSPTRIVEIDIGHCDTQVCVASHE----------- » DVRG 305
AT1G79920 ARIDIGHASMOVCIAGRR------------ g DVRG 305
AT1G79930 ABIDIGHASMOVCIAGHK - - ---------- DVRG] 305
0s01g08560 ARVDVGHASMOVCIAGRK - - ---------- X . A N DVRG 305
0s05g2ﬁ§:2 ....... 310....... 320....... 330....... 340....... 350....... 360....... 370...un.n 380....... 390....... 400....... 410....... 420....... 430....... 440....... 450
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AT5G28540 ENND|

AMDD2 D) E AVARGA E 454
AT5G42020 LNND AMDD2 D E Avalcaa E 454
Bd3g01480 LNND AMDDA D E Avallcan E 452
0502902410 LNND AMDD2 D E Avalcaa E 452
AT1G09080 LNMD EPVRRALEDA D E Avallcan! E 468
0503950250 LNMD ATAD? E E Avalcaa E 458
Bd2g06050 LNSD AMAD2 D E Avallcan E 464
050535400 LNGD AMADA D E Avallcan E 476
0508909770 LNSD AMAD D E Avalcaa E 464
050530480 LNND AMADA D o Avaflcan E 460
0505951360 LIGDLVGRA cDa D Ea AVIRGAL 437
0506910990 ENHDLIDRAM DRENGN A 470
Bd4g43170 LNGDLEGE A D Ga 452
0512905760 LNEDLEE EA 460
Bd4g39820 LNHD D o A A 438
Bd4g39850 LNHD D o 2 : 438
AT4G24280 LCSDLLD E ALGAA N 492
AT5G49910 LCSDLLD E ALGAA 3 492
Bd2g30560 LCSDLLD D ALGAA 3 461
050523740 LCSDLID D ALGAA 3 464
Bd4g39470 LCSDLID D AR 3 464
051214070 LCSDLID D A 3 475
Bd4g33880 LVGNLIE A AVAMGAA N 467
0509931486 E AVAMGAR 3 468
AT5@09590 E E AVAMGAA 3 470
AT4G37910 E AVAMGAA 3 465
0502953420 E AVAMGAA 3 466
0503902260 E AVAMGAA 3 166
Bd3g57450 : AVAMGAA! 3 466
Bd1g69700 AAVSGAA T2 460
050311910 An T2 460
AT2@32120 A N 446
Bd3g53100 E " 464
0502948110 E 2 472
AT4G16660 E 2 467
Bd1g32770 E 2 425
0506946600 E 2 431
AT1G11660 E 2 427
AT1@79920 E 2 433
AT1G79930 E 2 433
050108560 E 2 427
0805508840 E 2 427
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AT5G28540 QDQOT!
AT5G42020 ODQQT
Bd3g01480 ODQQT
0502902410 ODQQT
AT1G09080 ODQQT
0s03g50250 EDHQT
Bd2g06050 ODROT
0s05g35400 DRQT
0s08g09770 DRQT!
0505930480 DRQT!
o =10 1= 2 1= 5 Y -1
0S06G10990 = = = = = = = = = = m o o e e e
BA4g43170 Bl- - - - - - - = m ot mm i m o m oo e e
0812g05760 - - - - - - - oo oo oo o e
BA4G39820 - == m = == 5= oo oo m e o e
= =L T - 1= 1
AT4G24280
AT5G49910
Bd2g30560
0s05g23740
Bd4g39470
0512914070
Bd4g33880
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AT5G09590
AT4G37910
0502953420
0503902260
Bd3g57450
Bd1g69700
0s03g11910
AT2G32120 A A2
Bd3g53100 A A ESNATDQTESSESGTS - DSTADSKEN - - PSSGSDANNESNTN - DEGNVRDATT
0502948110 A ESNSTSQTLSSEGGAA -NDTSDSKEN- - SSDGDAN:ESAP.-DESNAQD T
AT4G16660 A A DSNTTTST - - - GNATD - ENSQENKED - - LQTDAENSTASNTTAEEPAVASLGT

GT - -PQ
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Bd1g32770 A A DIINND -~ - -~~~ =~ = = = = = = e e e e e e GD
0506946600 A A A DSNGE - -~ = === === === mmm == mmmmmmm e e — e e - GO
AT1G11660 A SEENBQSSA - - - -~ = === - - mm o m oo DESEDPSSES
AT1G79920 A DIDRASAEAAPASEDSDVNMQDARDTSDA - - TETDNGVPESAERPVOMETDS
AT1G79930 A DSDRASAEAAPASGDCDVNMODAKDTSDA - - TGTDNGVPESAERPVOMETDS

0501908560 A ETDDAPNEAASG - - - TDVNMOEAKAPADAAADGAENGAPNSEERSVPMETD.

0s505g08840 2 A A 2 DIDDALGDPASG - - - TDENMOESKCSADATHGAAENGEPDSEEISAPMDTD
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AT5G28540 --------------- EEEDESHDER - - - = = = = = = = = = m = = = o m ot m m oo e e e e e oo e o n e e e e e e e e e m
AT5G42020 --------------- EEEDEEEDEN-----------c e e e e e e e e e e e e e e e e e e e e e c e e m e N m e e e e mm e mm e e m e e e e e m e e m e m e e e e m e m e e m e e e — e m e — - ———————————
BAd3g01480 --------------- D= ~DEEBDEL - « « « « = = =« = o m m m m o o o oo e
0802902410 ---------mooon- Fl- - DD EBDE L - - - - - = = = = = = = = o o
AT1G09080 =-=-=----—————=-- Emmmmmmm Bl o o e e
0503950250 --------------- S
Bd2g06050 -----=---=ccmmm- EDDEDE - - = = = = = = = m m m m o o o oo o o e e e o e oo
0505935400 --------------- DD = EDDEDERL - - « « « =« = = = o m m o o o o o oo e
0808909770 ------m-mmmmmm- DD = EDDEDER - - = = = = = = = = = m = = m o o o o o o e e e e e e o e e e e e e oo
0805930480 --------------- G- DDDHEDEL - - — « « =« « =~ = = m m m o oo oo e e e
OS05G5L360 = = = = == = o m m m m m m o e e e e e e e e e e
0S06GL0990 = = = = == = e m e e e e e e e e e e e e e e e
BA4GA3L70 = - mmm == mm e e m e e e e e e e e e e e e e e e e e m e m e
0812G05760 = = = = = = = mm o m m o o oo e e e e e
BA4G39820 === = o e e e e e e e e e e
BAAG39B50 = - == m = = = m e e e e e e e e e e e e e e e e e e

AT4G24280 ASSEDSSSSKGEDEDD!

AT5G49910 §SDTSSSAKGGDNGED!

BAd2g30560 DS- -G-PSERPGDDGDVIDADETDSE - - - - - - = - = = = = = = = = = = = = = = = = = — — m = o= e e

0505923740 GSAGER- SERPGGEEGD

Bd4g39470 PTPGAGPTGSSGNDGD

0512914070 AGPT-SSGGRGPNDGD

Bd4g33880 ----- %.--p -----------------------------------------------------------------------------------------------------------

0509931486 SSSGGDQTPEAE

AT5G09590 - SEGGSDQAPEAE]

AT4G37910 -EGT- SGTEQTPEAE]

0502953420 -EGSQGGGEQAPEAE]

0803902260 AGSQGGGDQAPEAE

Bd3g57450 EGSQGGGDQAPEAE

Bd1g69700

0503911910

AT2G32120

BAd3g53100 ------------- PPTEEESANE---------- ERT--------- ASSESTSSESEST

0802948110 --------------- A pp EEESAﬂI ---------- ERT--------- DSSESESKEAEST

AT4G16660 --------------- ARVETLODRVIRVNRIPRPRPRIERVIRTENTTREE - - - - - - - - - - EQf--------- lSSDEAAIEEESl

Bd1g32770 ---------------LECIVDHRMAAK- - - - - - - SLSAPEREAVDNECARVEQWLREGLEIQESLPRDVDPVLSPEIRRKEEEL DMELENT. PLRL. LB TML S SHTRMECVSELRREA - - - - - - - - --------------=-="—------

0806946600 ------------- H B ARADSSGGSDEMETTDRD - - - - -~~~ - =~~~ — -~ === === === - - - - == -

AT1G11660 ------------- 2 ARPERNGSIGSRRSDDMELD - - - -~~~ = === = == === == — o m e oo

AT1G79920 ------------- A A EPEQPAS

AT1G79930 ---------mmun A 2 GGEQA EBEQPAS

0801908560 ------------- A K A PQTPE - QTPPTETPAGEAQTPEQQPQGAEAAGEASE - - - - GG - - ASEST

0505908840 --------mmmmon- A PQTPPEPTPPTESPTTREPQTPEQQOQQSNGAGEAEEPTSEGGAQDQEPT
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AT5G28540 -------cmmmm e e e oo -
AT5G42020 -----------mmmmmm e e e e mmm ==
BA3g01480 ----=---—==-——mmmmeeemmee o
0802g02410 -------mmmmmmmmm e mememaoo
AT1G09080 -------mm e e e e e e e e e e - -
0503g50250 === =--==m-mmmmmemmmeao -
BA2g06050 ----=--=--==—=2-mmmmmmmemmemoo
050535400 -------=--mmmmmm e mmmmemaoo
0S08g09770 =-----mmmmmmmmmemememememeoa
0505930480 ----=---—===————--——eem—o— -
0505g51360 = ---=-=-m=-mmmmmmmmmm oo
0506910990 === -- - mmmmmmmmemememememmema o
BA4g43170 -------mmmmmmmmmmmmmemamo
0812g05760 =----- - - - e e mememememememo o
BA4g39820 ---------==-——ommmeeemmooo— -
BA4g39850 —-----mmmm e mmmmememememo
AT4G24280 -------mmm e e e e e e - -
AT5G49910 -------mmmmm e e e e oo -
BA2g30560 -------=--==-=@-mmmmmmmemmemoo
0805923740 --------------——~—--- -
BA4g39470 -------=--m-mmmmmmmmmmemmemo o
0812914070 =--===---—===——~—————eem——o -
BA4g33880 ----------mmmmmmmmmmmmmmeeao -
0S09g31486 -------mmmmmmmmmmememmememo o
AT5G09590 ------mmmmm e e o -
AT4G37910 --------mmmmmmm e e e e mmm ==
0802953420 =--===---===——~—2———eem—o— -
0803Gg02260 -- === -=mmmmmmmm e mmememmamo
BA3G57450 ----------=--mmmmmmmmmmmemo
BA1g69700 ----------mmmmmmmmmemmmeeao -
0803g11910 ------mmmmmmm e e mememememema o
AT2G32120 ---------emmmmmmeemmmmmmee——a-
Bd3g53100 DTSSESDAPE------- TDDSEPEAHDED
0s02g48110 ETSSESAAPEESQSEPQITDDLEPE%IDEL
AT4G16660 DEL--------=--=-==-==- - m - m e
BA1g32770 -------==mmmmmmmmmmmmmmmemo
0806946600 ---------—-————————- -
AT1G1l1l660 ----------cmmmmmmm e e mmmm ==
AT1G79920 AEAMETENPAEGST----------------
AT1G79930 AEPMETENPAEGST----------------
0s01g08560 GEQMETDRPEGTEAA---------------
0505908840 AEQMDTDIPDG ...................
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